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ABSTRACT: Morpheeins are proteins that reversibly assemble into different
oligomers, whose architectures are governed by conformational changes of the
subunits. This property could be utilized in bionanotechnology where the building of
nanometric and new high-ordered structures is required. By capitalizing on the
adaptability of morpheeins to create patterned structures and exploiting their inborn
affinity toward inorganic and living matter, “bottom-up” creation of nanostructures
could be achieved using a single protein building block, which may be useful as such or
as scaffolds for more complex materials. Peroxiredoxins represent the paradigm of a
morpheein that can be applied to bionanotechnology. This review describes the
structural and functional transitions that peroxiredoxins undergo to form high-order
oligomers, e.g., rings, tubes, particles, and catenanes, and reports on the chemical and
genetic engineering approaches to employ them in the generation of responsive
nanostructures and nanodevices. The usefulness of the morpheeins’ behavior is
emphasized, supporting their use in future applications.

1. INTRODUCTION of building different supramolecular structures relies on the
natural occurrence of biological building blocks characterized
by different shapes. Among these, proteins are the most
adaptable due to their unique collection of chemical
functionalities and their variability in shape with respect to
other, simpler biomolecules such as RNA, DNA, and peptides.
Proteins can establish a plethora of specific covalent and
noncovalent interactions exploiting their intrinsic and unique
chemical versatility with affinity toward nanomaterials
including zero-dimensional (0D) inorganic* and organic
nanoparticles (NPs),” two-dimensional (2D) lattices such as
graphene, graphene oxide (GO) and reduced GO (rGO),° as
well as one-dimensional (1D) carbon nanotubes.” Moreover,
gold (Au) and silver (Ag) nanomaterials are very suitable for
conjugation with proteins due to their affinity for binding to
the —SH and —S—CHj groups of cysteine and methionine.” In
addition, such chemical versatility can be improved by genetic
engineering or chemical cross-linking, where ad hoc insertion

of functionalities offers endless possibilities of protein
911

Advances in biochemistry have shed light on unusual proteins
that defy the dogma “one sequence, one structure, one
function”, i.e., chameleonic proteins, intrinsically disordered
proteins, metamorphic proteins, and morpheeins.' These
biological polymers can fold into multiple secondary and
tertiary structures and as morpheeins self-assemble into several
quaternary complexes starting from a single protomer.2 Due to
different conformational states of the protomer, often related
to the motions associated with the protein primary functions,
morpheeins naturally undergo self-assembly into different
homo-oligomers, which may have distinct activities directly
correlated to the exposure of hidden surfaces and associated
with recognition of new ligands. Thus, morpheein behavior can
be seen a stratagem adopted by nature to generate new protein
functions or tune pre-existing ones by changing the oligomeric
state.” Furthermore, the equilibrium between morpheein
oligomers can be shifted by changes in temperature, pH,
ionic strength, and redox potential as well as single point

mutations,” encouraging the use of the resulting supra- engineering. This inherent capability is further refined
molecular architectures as templates and scaffolds in
bionanotechnology. Received: November 13, 2020

Bionanotechnology relies on the application of knowledge of Revised: ~ December 28, 2020

the structural and functional properties of biomolecules Published: January 7, 2021

obtained by in vivo and/or in vitro studies to create new
architectures at the nanoscale showing chemical and/or
physical properties useful for practical purposes: the possibility
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Figure 1. Prx morpheeins in bionanotechnology. (a) Typical 2-Cys Prx morpheeins conformational switch upon chemical and physical stimuli or
genetic engineering to form patterned homo-oligomers. (b) Prx morpheeins can be exploited to obtain (I) polarizable gold NPs arrays, (II)
polarizable iron NPs arrays, (III) gold-tethered tubes and rings, (IV) plasmonic gold NPs arrays, (V) semiconductive nanoribbons for transistors,
(VI) rGO composites, (VII) biocompatible scaffolds, (VIII) plasmonic nanopores arrays, (IX) gold and palladium NPs-doped rGO composites,

and (X) biocompatible rGO scaffolds.

upon folding of the protein polymer into the tertiary and
quaternary structure: during folding some amino acidic
functional groups are exposed at the protein surface, creating
distinct patches of chemical functionalities, and the subsequent
oligomerization process patterns them in a regular manner
onto the resulting 3D tertiary and quaternary assembly. The
oligomers usually possess higher structural stability and
enhanced biological functions with respect to single subunits
as well as increased binding affinity for enzyme substrates and
receptor ligands.'> Further, proteins are prone to anisotropic
hierarchical self-assembly under mild conditions, forming
regular 1—100 nm large supramolecular homo- and hetero-
oligomers,13 including filaments,"* rings,15 tubes,® cages,”f20
catenanes,21 and knots.”> In some cases, protein super-
structures have been used as scaffolds to direct the polymer-
ization of more durable materials, or to synthesize mixed
polymers endowed with specific properties, e.g., electrical
conductivity.”® The success of such protein assemblies starts to
impact even at commercial level, for instance, next-generation
sequencing of nucleic acids using protein nanopore-based
devices by the Oxford Nanopore Technologies.”* However,
even though many natural proteins have evolved on their own
to self-associate, in general the lack of control over the
assembly and the need of structural stability in vitro limits their
applications. To overcome this, different approaches, including
the matching rotational symmetry method, interface design,
and directed evolution, have been explored to create several
oligomeric assemblies; these approaches are engineering-
intensive for protein surface and dependent on the precision
of the design.25 However, using a single building block to
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create different high-order oligomeric protein assemblies
remains a challenge.26

Looking for such “ready-to-use” biological “tools” for
bionanotechnology, morpheeins are worth considering, as
they can avoid the afore-mentioned problems if the structural
shift of the building block that gives rise to different
nanometric architectures can be controlled. Members of the
typical 2-Cys peroxiredoxin subfamily (Prx) are naturally able
to assemble in various high-order homo-oligomers such as
rings, tubes of stacked rings, cage-like particles, and even
catenanes”’ "’ (Figure 1a). Notably, these oligomers can be
easily accessed in vitro under nonphysiological conditions
making Prxs unique within the building blocks trialed so far for
practical purposes. The use of Prx in bionanotechnology has
expanded, and this morpheein has emerged as an adaptable
platform where “bottom-up” tailored building of responsive
nanostructures and nanodevices can be easily achieved (Figure
1b).

This review collects and discusses the best characterized
examples of bioinspired “bottom-up” strategies for the
construction of responsive nanostructures and nanodevices
using the Prx morpheeins (Figure 1b). The data are presented
according to (i) the biochemical and structural features which
underlie the morpheein behavior of Prxs, (ii) the chemical
and/or genetic engineering expedients applied to stabilize their
patterned oligomers, and (iii) the strategies exploited to create
nanostructures and nanodevices using the oligomers as
templates and scaffolds.

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
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Figure 2. Structure and biochemical activities of typical 2-Cys SmPrxl. (a) Secondary, tertiary, and quaternary structure of SmPrxl. The f-strands
and a-helices are in yellow and red cartoons, respectively. The catalytic Cys48;, and Cys169; are shown as solvent-accessible surfaces. The elements
involved in the monomer—monomer B-interface (37-strand/antiparallel #7-strand, N-terminal region/f-hairpin/aS-helix, 7-a6 loop/a6-helix, a2-
helix/C-terminal region), dimer—dimer A-interface (a4-helix/f3-a2 loop at the external side of the ring, S-aS loop/f-hairpin on the internal
side), and ring—ring R-interface (@2- and a6-helices of the upper ring/a2- and a6-helices of the lower one, f2-strands of the upper ring/f2-strands
of the lower one) are indicated by arrowheads. (b) Step 1: under physiological conditions, the LMW ring peroxidase scavenges peroxides (ROOH)
into reduced species (ROH) undergoing oxidation at the catalytic Cys; residues (Cysp—SH) into cysteine sulfenic acids (Cys,—SOH). Step 2: local
unfolding at the active sites and at the C-terminal arms allow Cysp—SOH to move toward the resolving Cysy (Cysz—SH) forming intersubunit
disulfide bridges (—S—S—) which break the ring into oxidized homodimers. Step 3: Trx reduces the disulfide bridges to enable the homodimers to
reassemble into a fully folded active ring. Step 4: under oxidative stress conditions, the oxidized Cysp—SOH residues undergo further oxidation to
form cysteine sulfenic acids (Cysp—SO,H) triggering structural changes that induce the rings to stack into HMW complexes with holdase and
intracellular signaling activity. Step S: Srx reduces the overoxidized HMW species at the catalytic sites to form Cysp—SOH, which, in turn, can
undergo further reduction into LMW peroxidase.

2. TYPICAL 2-CYS PEROXIREDOXINS: to structural and peptide sequences at the active site containing
STRUCTURE—FUNCTION RELATIONSHIP OF A the reactive cysteine, namely, AhpC/Prx1, Prx6, BCP/PrxQ,
MORPHEEIN Tpx, PrxS, and AhpE, as reported in the peroxiredoxin

Prxs are enzymes with cysteine-dependent peroxidase activity classification database PREX.”*** The AhpC/Prx1 subfamily

widely found in prokaryotic and eukaryotic organisms.’’ Their is the largest and includes the so-called typical 2-Cys Prxs, a

high abundance in cells suggests a remarkable role, a condition class of proteins with a pair of reactive cysteines forming

common to other ring-shaped proteins formed in vivo.”> The intersubunit disulfide bonds during the peroxidatic cycle (see
family of Prxs encompasses six subfamilies grouped according subsection 2.1). Some members of this subfamily show the
45 https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
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moonlighting behavior as they can act as a peroxidase enzyme
to detoxify cells from hydrogen or alkali peroxides as well act as
an ATP-independent molecular chaperones (holdases) able to
prevent precipitation of unfolded proteins.***>*® This shift in
function is accompanied by a change in shape from
homodimers and single rings to high-order oligomers, such
as tubes of stacked rings and cage-like particles, due to
conformational changes as described at atomic details for the
Prx (isoform 1) from Schistosoma mansoni (SmPrx1)*”** and
two mitochondrial Prx (isoforms III) from Bos taurus
(BtPrxIIl, also called SP-22)°”°? and Homo sapiens
(hPrxIII).””*" However, other typical 2-Cys Prxs can form
particles and tubes, such as human PrxI and PrxIL***"** Thiol
Specific Antioxidant I (Tsal) from Saccharomyces cerevisiae,***
and Prx from Pseudomonas aeruginosa,45 but in these cases, the
3D structures of their high-order oligomers and the molecular
mechanism underlying the structural shift have not yet been
clarified (see Figure 3). In the next two subsections, the
structural—functional switch of SmPrxI will be considered due
to its unique morpheein and moonlighting behavior represent-
ing the first one investigated by high-resolution X-ray
crystallography””*® and exploited in bionanotechnology.*
Notably, at least for SmPrxI, the moonlighting behavior strictly
depends on the oligomerization state.”*” This gain of function
is due to the exposure of hydrophobic surfaces, likely at the rim
of the ring, coupled to an increased disorder of its polypeptide
making SmPrxI more “sticky” than its orthologues’® and thus
more prone to potentially interact with different nanomaterials,
as similarly observed for other ring-shaped molecular
chaperones.”** Differences in the oligomerization mechanism
of human and bovine mitochondrial PrxIII proteins with
respect to SmPrxl will be highlighted and discussed.

2.1. Low Molecular Weight (LMW) Homo-Oligomers
of Typical 2-Cys Peroxiredoxin: Dimers, Rings, and
Peroxidase Activity. Typical 2-Cys Prxs can form supra-
molecular oligomers made by identical subunits with molecular
mass ~22 kDa and possessing a thioredoxin (Trx)-like fold
composed of a seven-stranded f-sheet ($1—f7) wrapped
between six a-helices (al—a6). Within each subunit, the first
turn of the a2-helix hosts the so-called peroxidatic Cysp, while
the flexible C-terminus contains the resolving Cysy involved in
the formation of the intersubunit (typical 2-Cys Prxs) or
intrasubunit (atypical 2-Cys Prxs) disulfide bonds during the
catalytic mechanism (Figure 2a) and absent in 1-Cys Prxs.”
Typical 2-Cys Prxs exist as obligate homodimers (~44 kDa)
where the two subunits interact via an isologous interface,
called the B-interface. One subunit is rotated 180° with respect
to the other one, thus conferring to the homodimer an internal
twofold symmetry and placing the catalytic cysteines close to
each other, that is, Cysp of one subunit facing Cysy from the
other subunit. Therefore, the resulting homodimer contains
two identical catalytic sites with twofold symmetry. The B-
interface relies on the interaction between (i) the f7-strand
from one subunit with the corresponding antiparallel 47-strand
belonging to the other subunit resulting in a large 14-stranded
p-sheet, (ii) the N-terminal region of one subunit with the f-
hairpin and part of the aS-helix of the other subunit on one
side of the homodimer, (iii) the #7-a6 loop of one subunit and
the a6-helix of the other subunit, and (iv) the a2-helix from
one subunit and the C-terminal region belonging to the other
one (Figure 2a).”

Under reducing physiological conditions, typical 2-Cys Prx
homodimers self-assemble into a ring-shaped complex (~220
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kDa), that is usually referred to as low molecular weight
(LMW) species. For instance, SmPrxI under reducing
conditions at pH = 7.4 is a LMW ring complex made by five
obligate homodimers (pentamer of homodimers) resulting in a
regular decameric complex (PDB: 3ZTL)*** and resembling
a pentagon with 52-point group symmetry and superimposable
with homologous LMW species.” The SmPrxl LMW ring has
a thickness of ~4 nm, a diameter of ~13 and a pore of ~6 nm.
The seven-stranded f-sheet of each monomer is sandwiched
by helices al and a5 and one short f-hairpin at the internal
face of the ring, and by helices a2, a3, a4, and a6 at the
external face. The subunits of each homodimer are correlated
by a pseudo twofold axis perpendicular to the plane containing
the extended 14-stranded f-sheet that forms an angle of ~27°
with respect to the fivefold symmetry axis of the ring complex.
The monomer—monomer B-interface within each homodimer
and the dimer—dimer interface formed upon assembly into the
LMW ring, so-called A-interface, resemble those observed in
other typical 2-Cys Prx rings."””"** The dimer—dimer A-
interface responsible for the LMW ring assembly is also
symmetrical and relies on contacts between (i) the a4-helix of
one homodimer and the $3-a2 loop of the adjacent one on the
external side of the ring and (ii) the SS-aS loop of one
homodimer and the short f-hairpin of the adjacent one on the
internal side (Figure 2a). Similar interactions at the A- and B-
interface have also been observed in the LMW species of
mitochondrial Prxs, which, however, are dodecameric ring
complexes, ie., hexamers of homodimers, with pore and
diameters of ~7 and ~15 nm, respectively.””*">?

Typical 2-Cys Prxs alternate between reduced LMW rings
and oxidized homodimers as a consequence of the protein’s
peroxidase activity and its reduction by cytosolic Trx,>* the
latter being pivotal in parasites such as S. mansoni for
fulfillment of redox pathwagrs55 and their survival as observed
by drug discovery studies.’®>” The active sites of the reduced
SmPrxI LMW ring are in the so-called Fully Folded (FF)
conformation,””’ ie. residues 47—50 of each subunit,
including Cys48p, contribute in forming the first turn of the
o2-helix, while residues 165—185 of the C-terminal tail,
containing Cys169g, are folded in a hairpin-like structure. In
this conformation, the sulfur atom of each Cys48; is ~13 A
distant from the sulfur atom of Cys169;. This implies that
during the catalytic cycle, a remarkable structural rearrange-
ment occurs within each homodimer allowing the formation of
both the intersubunit disulfide bridges’® and rings to
disassemble into homodimers (see below).**

Prxs share a similar 2-phase enzymatic mechanism and the
same conserved reactive cysteine residue, i.e., Cysp, being first
involved in the peroxidase reaction. The peroxidase catalytic
cycle of the LMW ring starts with the reduction of the
peroxide, e.g, H,0,, formation of sulfenic acid residues
(Cysp—SOH), and the concomitant release of water. The
first step of the reaction requires a thiolate nucleophile to break
the O—O bond of the peroxide. In each subunit, Cysp is
surrounded by three conserved residues: Pro49, Thr4S, and
Argl24 (numbering is according to SmPrxI). Pro49 limits the
solvent accessibility of Cys48;, in its reduced form, while when
Cys48p is oxidized, its presence facilitates the a2-helix
unfolding allowing interaction with Cys169;. Thr4S assists in
the binding of H,0,. Argl24 lowers the pK, of Cysp by
stabilizing its deprotonated form using the positively charged
guanidine group.’" In fact, Cys, in typical 2-Cys Prxs has a pK,
around 6 instead of 8.3, the value of free Cys in solution. The

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
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second phase of the peroxidase reaction leads to resolution of
the cysteine sulfenic acid residue and distinguishes the three
Prx classes.” In the typical 2-Cys Prx class, including SmPrxI
and the mitochondrial PrxIIl, the a2-helices containing the
oxidized the Cysp—SOH residues undergo a conformational
change from an FF to a Locally Unfolded (LU) state moving
apart the pocket formed by the Pro, Thr, and Arg and exposing
the oxidized sulfur to the solvent. This conformational change
is coupled to a movement of the flexible C-terminal arms of the
symmetrical subunit of the homodimer placing the resolving
cysteine Cysy close to the sulfenic acid for the formation of an
intersubunit disulfide bonds. The LU conformation and the
unfolding of the C-terminal arm in each subunit result in
weakening of the decameric LMW ring complex until a critical
state is reached where it breaks down into oxidized inactive
homodimers. However, the cytosolic reductant Trx can process
the intersubunit disulfide bridges allowing the oxidized
homodimers to self-assemble into the reduced peroxidase
LMW ring characterized by the FF conformation at the active
site (Figure 2b purple panel).”

2.2. High Molecular Weight (HMW) Homo-Oligomers
of Typical 2-Cys Peroxiredoxin: Tubes of Stacked Rings,
Cage-Like Particles, and Molecular Chaperone Activity.
The morpheein behavior of typical 2-Cys Prxs allows them to
undergo further assembly into high molecular weight (HMW)
species where the LMW rings interact to form hollow tubular
structures or particles.’> ®**%* For most of the Prx
morpheeins, the ability to generate HMW species is correlated
with the acquisition of holdase activity and exposure of
hydrophobic regions on the ring surface,”® while in the case of
human mitochondrial PrxIll, the HMW species seems to be
correlated with the protection of its peroxidase activity under
stress conditions; i.e., stacked rings are still able to reduce
peroxides without gaining the holdase activity."’ Stacking of
rings into HMW tubes occurs upon chemical or physical
stimuli such as high concentration of Eeroxides, pH changes,
high temperature, and phosphorylation.” For instance, SmPrxI
under acidic conditions at pH 4.2 is an HMW complex of two
stacked LMW decameric rings as observed by X-ray
crystallography at 3.0 A resolution (PDB: 3ZV]).”” The
interface between the rings is called R-interface and comprises
two regions, namely, (i) the helices a2 and a6 of each subunit
belonging to the upper ring in contact with the corresponding
helices (@2 and a6) of the lower ring and (ii) the 2-strand of
each subunit belonging to the upper ring in contact with the
corresponding strand (f32) of the lower one (Figure 2a). Upon
formation of the HMW complex, all the a2-helices and a6-
helices are oriented in such a way that the carbonyl groups,
hence the helix dipoles, point toward the R-interface. This
creates a negatively charged area centered on the Lys164 and
His165 (numbering is according to SmPrxI) located at the end
of the a6-helices of both the upper and lower rings. Therefore,
the positively charged side chains of Lys and His residues
(both are expected to be protonated at pH 4.2) stabilize the
negative charge of the helix dipoles, thus contributing to the
stabilization of the R-interface.” Because of the 52-point group
symmetry, the rings can stack one on top of the other
indefinitely, at least in theory. However, in such a complex
each ring resembles a “cogwheel” where the secondary
structure elements facing the ring—ring R-interface are
“pawls” through which two rings are interlocked due to a
rotation of ~10° around the fivefold symmetry axes of a ring

with respect to the next one.”” It is worth noting that in the
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crystal structure of the stacked SmPrxI HMW complex the
sequence segment 47—49 of each subunit containing Cys48y, is
disordered with Cys48, being solvent exposed; moreover, the
C-terminal tail including Cys169g is unstructured as well.”” A
similar way of stacking has been found in the 3D structures of
the hPrxIII HMW complexes at acidic pH obtained by cryo-
electron microscopy (Cryo-EM).*" In this case, the dodecamer
interlocking is possible by a rotation around the sixfold axis of
one ring with respect to the other of ~8°. The contact at the
P2 seems lost in the hPrxIIIl HMW assembly, but, again, at
acidic pH both the first round of a2-helices and the C-
terminus tails are unstructured exposing Cys; to the solvent.
However, it seems that hPrxIIl can stack also at pH 8.5,
without requiring the unfolding of the active site, but the
resulting stacks are found in the crystal lattice and it is not clear
how stable they are in solution.

The protonation of Cysp represents one of the triggers of the
morpheein behavior of Prxs, because it disrupts the salt-bridges
involving a conserved Arg residue (Argl47 in SmPrxI), known
to lower the cysteine’s pK,, making Cysp a better nucleophile
toward peroxides (see subsection 2.1). The positively charged
residue comes from a position distant in sequence with respect
to Cysp and is kept in place by an interaction with a residue of
the second turn of the a2-helix that can be either a Glu, a Gln,
or a His in the subfamily members.* The breakage of the salt-
bridge between Cysp and R124, induced by acidic pH, unwinds
the first turn of 2. This event triggers conformational changes
at (i) the B-interface leading to C-terminus unfolding of the
parent subunit, (ii) the A-interface, where a slight reorientation
of the dimers constituting the ring occurs, and (iii) the R-
interface, where the proper alignment of the @2 and a6 due to
the resulting dimer orientations allows the proper electrostatic
interaction between the same structural elements belonging to
another stacking ring. Indeed, the mutation of Cys; to Ser, that
mimics cysteine protonation, allows all these Prx to stack
constitutively even at physiological pH.>*%%* So, there is a
strong coupling between Cysp protonation, active site
unfolding, and HMW formation. Another proof about this
remarkable linking between the unfolding of the active site and
the HMW formation at acidic pH comes from small molecule
binding: by means of in-solution studies and crystal structure
analyses, it has been demonstrated that sulfate ions bound at
the active site force the afore-mentioned Cys48Ser mutant of
SmPrxI mutant to adopt a FF conformation bridging Ser48 and
Argl47 therefore stabilizing the LMW decameric ring.”®
Similarly, the effect of sulfate, i.e., the capability to shift from
high-order to low-order oligomers, has been observed also in
hPrxIIL.”" Another important trigger for the formation of
HMW oligomers is the overoxidation of the Cysp side chain to
sulfinic (—SO,H) or sulfonic (—SO;H) acid, fostered by high
peroxide concentrations under oxidative stress conditions. In
this case, it is not clear if the structural shift is coupled to active
site unfolding, as the crystal structure of the human erythrocyte
Prx, where Cysp is in the “sulfinic acid” state, is still
characterized by folded a2-helices thanks to a salt-bridge
with the conserved Arg;65 however, upon overoxidation several
Prxs are able to form both particles and small tubes,”**” which
are implicated in both cell signaling and holdase activity in
intact cells at the expanse of the peroxidatic one (Figure 2b
pink panel).‘“’35’44’66’67 However, sulfiredoxin (Srx), a small
protein of 14 kDa, specifically reduces the sulfinic form of Cys;
restoring the LMW forms and the Prx’s peroxidatic activity.*®
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Figure 3. Chemical/genetic engineering factors that master the morpheein behavior of typical 2-Cys Prxs, are reported.

3. PEROXIREDOXIN-BASED BIONANOTECHNOLOGY

A survey of the literature indicates that the structural shift of
morpheein oligomers has been best characterized in three
typical 2-Cys Prxs, i.e., SmPrxI, hPrxIIl, and BtPrxIIl. Based on
published results, this section is intended to provide
information about (i) the genetic engineering/chemical
expedients used to stabilize the SmPrxI, hPrxIIl, and BtPrxIII
oligomers in vitro, i.e., rings, tubes, particles, and catenanes and
(ii) the strategies utilized to create nanostructures and
nanodevices using such oligomers as templates and scaffolds.
3.1. Rings, 2D Arrays, Tubes, Particles, and Cate-
nanes: Controlling the Prx Oligomerization. Protein
rings, 0D cages, 1D strings, and tubes as well as 2D crystal
sheets have generated a great deal of interest in applications
including artificial enzyme mimics, light harvesting antenna,
drug and imaging nanocarriers, and nanoreactors.”® In this
view, typical 2-Cys Prx morpheeins show noticeable versatility,
as they can naturally self-assemble into rings, tubes, cage-like
particles, and catenanes. It is apparent that each Prx assembly

described in the following paragraphs depends on specific
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conformations of the redox-active site lying at the B-interface,
which can be induced by particular experimental conditions or
site-directed mutagenesis, and on the engineering of the A-, R-
interface and of the N-termini (Figure 3).

3.1.1. Prx Rings. Ring proteins are closed oligomers, in
which the rotational symmetry between subunits causes
saturation of all the subunit—subunit interaction surfaces
leading to structures with defined stoichiometry.”””" There-
fore, the sites available for binding nanomaterials are
periodically and geometrically arranged with nanometric
precision on the surface. Ring proteins exhibit four surfaces
available for conjugation and for further derivatization: two
surfaces above and below the ring plane, the third one around
the pore, and the fourth outside with respect to the pore;*>”>
the bottom and top surfaces are structurally identical as well as
the inner and outer ones, as typical 2-Cys Prx rings are made
by homodimers with twofold symmetry (see subsection 2.1).
These structural properties, the inherent ability to bind
nanomaterials and the possibility to engineering the surface
(see section 1) make ring proteins ideal tectons in
bionanotechnology.**”*~"
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Stable, monodispersed Prxs LMW rings are obtained in vitro
under reducing conditions at basic pH, i.e., between 7.2 and
8.0. For instance, hPrxIII observed by transmission electron
microscopy (TEM) forms rings at pH 8.0 in the presence of
reducing agent tris(2-carboxyethyl)phosphine (TCEP). Pro-
jection class averages of the rings show the hexagonal
dodecameric assembly (hexamers of homodimers) with
diameter of ~16 nm, pore of ~7 nm, and thickness of ~4
nm when observed face-on, i.e., with the sixfold symmetry axis
perpendicular to the substrate; alternatively, the rings appear as
rods when observed side-on (Figure 4a),” in agreement with
the crystal structure (PDB: SJCG).*

Figure 4. Constrained assembly of Prx rings. (a) hPrxIII rings at pH
8.0 in the presence of reductant TCEP. Adapted from ref 29.
Copyright 2014, American Chemical Society. (b) N-terminal polyHis-
tagged SmPrxI rings at pH 7.6 (scale bar = 40 nm). Reproduced with
permission from ref 46. Copyright The Royal Society of Chemistry.
(c) The unusual N-terminal polyHis-tagged PyPrxI octameric
“miniring” (PDB: 4LOW).

Alternatively, Prx rings are obtained by genetic engineering
at basic pH but without relying on the redox conditions. For
instance, hPrxIIl engineered with a N-terminal polyHis tag
forms rings resembling the untagged protein at pH 8.0, as
confirmed by analytical ultracentrifugation (AUC).”” Alike
hPrxIIl, rings can be obtained using the N-terminal polyHis-
tagged SmPrxI at pH 7.6 (Figure 4b)***° characterized by the
pentagonal decameric assembly (pentamer of homodimers;
PDB: 3ZTL).”” The rings appear as spherical globules with
height profile of ~12 or ~4 nm when imaged by atomic force
microscopy (AFM) and, notably, are stable after heating to 75
°C, therefore demonstrating remarkable thermostability.*® An
unusual “mini-ring” with square-like octameric assembly
(tetramer of homodimers) is obtained using the typical 2-
Cys Prx type 1 from Plasmodium yoelii (PyPrxI) when the first
seven N-terminal residues are replaced with the polyHis tag
(Figure 4c), as observed by X-ray crystallography (PDB:
4L0W)."%7°

A different approach relies on ad hoc amino acid mutations
that prevent stacking of the rings into HMW species by
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destabilizing the ring—ring R-interface without hampering the
ring assembly. For instance, the N-terminal polyHis-tagged
mutants His164Glu, His164Ala, and Thr163Val of hPrxIII
form rings at pH 7.2 in the presence of the metal chelator
ethylenediamine tetraacetic acid (EDTA); conversely, the
tagged wild-type protein can still stack,”” in contrast to other
results (see above).”” To explain such unusual behavior, the
authors considered the involvement of 7—7 stacking between
the imidazole groups of the polyHis tags from adjoining
hPrxIII rings and the possibility that the protein, as an ATP-
independent holdase activity, may recognize the 33-amino-
acid-long polyHis tag as unfolded peptide thus triggering
HMW tube self-assembly, aided by electrostatic interactions
between the positively charged tags and the negatively charged
a2-helices at the R-interface. EDTA prevents the assembly by
sequestering any residual divalent ions present in solution, thus
hindering the strong histidine ions coordination bonds
between rings which would form HMW complexes (see
section 3.1.2). The stabilization of the single rings by point-
mutations reflects the importance of the interactions at the R-
interface in Prx stacking; the mutation of His164, belonging to
the @6-helix of hPrxIII and involved in the HMW assembly™*’
as also observed in SmPrxl,”” into the negatively charged Glu
or uncharged Ala hinders the ionic and polar contacts
necessary to form the HMW stacks (see subsection 2.2).
Similarly, mutation of Thr163, also belonging to the a6-helix,
into the hydrophobic nonpolar Val prevents the stacking likely
abolishing the polar contacts through the hydroxyl group.®’
Interestingly, oligomers depending on redox conditions are
obtained using the untagged hPrxIII carrying the substitution
Ser78Ala. In this case, the mutant forms single rings in the
presence of TCEP at pH 8.0, while assembling HMW cage-like
particles under nonreducing conditions™” (see section 3.1.2).
Ser78Ala localizes at the A-interface and likely contributes to
ring stabilization by increasing hydrophobicity between dimers
of hPrxIIl. This view is also supported by recent findings on
peroxiredoxin from Aeropyrum pernix, where cross-linking with
small aromatic compounds at residues constituting the A-
interface, effectively shifts the dimer-ring equilibrium versus
the high order oligomer.82

3.1.2. Prx 2D Arrays, Tubes, Particles, and Catenanes. In
general, high-order oligomers self-assemble by two main
mechanisms: (i) a noncommutative or hierarchical mechanism,
where closed structures characterized by point group symmetry
self-assemble and must be formed first, thus creating the new
surfaces to interact with other identical closed structures
leading to the final oligomer; (ii) a commutative mechanism,
where single subunits may give rise to infinite polymerization
as the interaction surfaces always exposed and free to interact
with incoming building blocks. Prx morpheeins employ both
mechanisms by changing shape of the single subunits: for
instance, Prx HMW cage-like particles and tubes follow a
noncommutative mechanism, i.e., LMW rings must form first
before assembling into HMW species, while HMW catenanes
are likely formed by a commutative mechanism.”>”°

Complex nanostructures such as 2D crystalline arrays can be
obtained using PrxIl from human erythrocyte Prx rings
adsorbed on flat, unfunctionalized mica surfaces, in the
presence of polyethylene glycol (PEG) and ammonium
molybdate. Under these conditions, all the rings adsorb face-
on over the substrate thus avoiding side-on adsorption that
would disrupt the flat 2D arrangement (Figure 5).*'
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Figure S. Constrained assembly of 2D Prx ring arrays. Human
erythrocyte PrxIl adsorbed face-on over mica surface forming large
2D arrays in the presence of PEG and ammonium molybdate (scale
bar = 100 nm). Adapted from ref 41, Copyright 2001, with permission
from Elsevier.

Prx can form stable HMW tubes from reversible stacking of
rings through pH changes. For instance, the N-terminal
polyHis-tagged hPrxIIl rings (see section 3.1.1), undergo
stacking into long, regular tubes after tag cleavage and
decreasing the pH from 8.0 to 4.0 (Figure 6a2).” To note,
the tubes reversibly and quickly (within tens of seconds)
disassemble into rings upon increasing the pH from 4.0 to 8.0
as observed by MS and AUC.”" Interestingly, the size of the
tubes can be scaled by altering the ionic strength with
ammonium sulfate as the average length progressively
decreases by adding 100, 200, and 400 mM (NH,),S0,,”
likely due to a sulfate-induced refoldin§ of the active site as
observed for SmPrxI (see section 2.2).° These results reflect
the physiological behavior of Prx HMW stacks which self-
assemble upon exposure to acidic stress and the importance of
the interactions established by key residues such as Glu, Lys,
and His (Glu20, Lys22, and His164 in hPrxIIl) at the a6-
helices that stabilize the R-interface between the rings.

The polyHis tags if ad hoc engineered can provide an
additional site that can be exploited to drive the assembly of
tubes. An example is the N-terminal polyHis-tagged SmPrxI
ring (see section 3.1.1) that forms hybrid ring-Ni** complexes
able to stack into tubes of 20—90 nm length (Figure 6b). The
tubes appear as cylindrical structures with height profile of ~12
nm and, to note, undergo reversible disassembly upon addition
of imidazole likely due to the c0m4petition against the polyHis
tags for the binding to the metal.”” These results account for
the high affinity of Ni** ions for the polyHis sequences (K; =
15 nM)* located at the ring pore that become driving forces
to achieve stacking into tubes, acting as polymerizing agents
increasing the local concentration of the rings. In fact, both the
top and bottom surfaces of the polyHis-tagged rings are
suitable environments to bind divalent metal ions within a
binding surface of ~130 nm>**** Similarly, the N-terminal
polyHis-tagged hPrxIII constitutively forms short stacks at pH
7.2, even in the presence of EDTA.*" Interestingly, changing
the length of the tag affects the tube elongation with the
number of rings incorporated within the stacks being 2—10, 2—
66, and 4—100 for tags containing 2, 4, and 6 histidine
residues, respectively.”” This effect can be ascribable to two
factors modulated by the elongation of the N-termini: (1) z7—x
stacking of the histidines” imidazole groups between adjoining
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Figure 6. Constrained assembly of Prx tubes, catenanes, and particles.
(a) N-Terminal polyHis-tagged hPrxIIl tubes at pH 4.0 after tag
cleavage (scale bar = 50 nm). Adapted from ref 29. Copyright 2014,
American Chemical Society. (b) N-Terminal polyHis-tagged SmPrxI
tubes upon imidazole-mediated interaction with Ni** at pH 7.6 (scale
bar = 40 nm). Reproduced with permission from ref 46. Copyright
The Royal Society of Chemistry. (c) Catenanes of N-terminal
polyHis-tagged Cys47Ser-Ser78Ala double mutant of hPrxIII at pH
7.2. Adapted from ref 29. Copyright 2014, American Chemical
Society. (d) Particles assembled at pH 8.0 using the Ser78Ala mutant
under nonreducing conditions. Adapted from ref 29. Copyright 2014,
American Chemical Society.

rings and/or (2) coordination binding of monovalent and/or
divalent metal ions, not efficiently sequestered by EDTA, to
the polyHis tags resulting in bridging bonds between rings.
Site-directed mutagenesis of residues belonging to the
secondary structure elements involved in the formation of
the stacks, as Cysp and Cysy, can enable constitutive assembly
of tubes without relying on the experimental conditions.
Indeed, the mutations Cys48Ser, Cys48Asp, and Cys48Pro of
the N-terminal polyHis-tagged SmPrxl and its deletion from
residue 166 to 182 at the C-terminal region (AC-ter), lead
irreversibly to tubes at pH 7.4 whose length depends on the
change introduced: the Cys48Asp, Cys48Pro, and AC-ter
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Table 1. Overall View of All Known Prx-Based Nanostructures and Applications

properties
Colloidal
Self-assembling
Colloidal
Self-assembling
Semiconductive
Colloidal
Self-assembling
Electrically responsive
Colloidal
Colloidal
Self-assembling
Low weight
Microporous
Colloidal
Self-assembling
Plasmonic
Fluorescent
Colloidal
Self-assembling
Plasmonic
SERS
Biocompatibile
Pro-differentiating
Colloidal
Electrically responsive

Preferential ring
orientation

Preferential ring
orientation

Colloidal
Self-assembling
Electrically responsive

Preferential tube
orientation

Preferential tube
orientation

Colloidal
Self-assembling
Electrically responsive
Biocompatibile
Pro-differentiating
Biocompatibile

application

Hydrogel®

1D conductive nanofilaments in field-effect
transistors

Nanoelectrodes

SERS nanoprobes

3D metal-doped graphene nanoscaffolds for
gas sensing

Nanopores for single-molecule detection
and sequencing

Nanometric probes for intracellular Raman
imaging

Scaffolds for cell differentiation and
grow’th93

Nanoelectrodes

Biosensors
Biosensors

1D conductive nanofilaments

Biosensors
Biosensors

1D conductive nanofilaments

Scaffolds for cell differentiation and
growth”®

Scaffolds for cell differentiation and

Prx
Prx assembly known nanostructure
IKHLSVN-derived BtPrxlIl  Nanoribbons®
ribbons
(SP-22)  Nanofiber-like optoelectronic compounds’
LMW (do)decameric SmPrxl  Ring-trapped gold NPs*®
rings
Ring-shaped gold NPs arrays®*
GO cggng;l)osites doped with ring-trapped metal
NPs’”
Ring-shaped silver rings on graphene-coated solid-
state membranes
Ring-linked gold NPs arrays®*
Ring-doped GO composites”
hPrdIl  Ring-trapped iron NPs arrays”*
Ring-tethered gold layers”
Ring-tethered gold layers coated with SAM”®
HMW tubes of stacked ~hPrxIll  Tube-trapped iron NPs arrays”*
rings
Tube-tethered gold layers”
Tube-tethered gold layers coated with SAM”°
SmPrxl ~ Tube-trapped gold NPs arrays*®
Tube-containing coatings95
BtPrxlll  Tube-containing coatings’
(SP-22)

Pro-differentiating growth™

“It includes all known (referenced) and putative potential applications (unreferenced).

mutants form short stacks of 2 to 6 rings (~8—24 nm in
length), while the Cys48Ser mutant forms tubes composed of
20—30 stacked rings (~80—120 nm in length).’® These results
relate with the physiological behavior of SmPrxI as the
Cys48Ser and Cys48Asp mutants mimic the Cys—SH and
Cys—SO,H residues of Cys48, that form upon acid or
oxidative stress, respectively, while the Cys48Pro mutant elicits
constitutive unfolding of the first turns in the oa2-helices
favoring the UF conformational state, both required during the
formation of HMW stacks; on the other hand, the AC-ter
mutant removes the steric hindrance caused by the flexible C-
terminal tails which hamper the stacking process (see
subsection 2.2).** A strong structure—function relationship is
thus present in Prxs, as observed for other proteins as well.**
Amino acid mutations also allow the assembly of patterned,
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nontubular Prx HMW oligomers. For instance, complexes of
interlocked rings are obtained using the Cys47Ser—Ser78Ala
double mutant of the N-terminal polyHis-tagged hPrxIII at pH
7.2 (Figure 6¢),””* resembling catenanes formed by the
Cys168Ser and Phel90Leu mutants of BtPrxIIL>® These
structures seem to rely again on particular structural rearrange-
ments of the Prx’s active site and not on the polyHis tag
presence or on experimental conditions. For instance, this
HMW state seems to rely on the destabilization of the C-
terminus, and thus on conformational changes at the B-
interface. The F190L site-directed mutant of BfPrxIIl, a residue
belonging to the YF motif known to modulate Cys;
overoxidation and orientations during the catalytic cycle of
typical 2-Cys Prxs, destabilizes the first turns of the a2-helix.
The crystal structure of this mutant in the reduced state
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highlights the presence of an unusual position of the conserved
Arg residue, now far from Cysp, pointing with its guanidinium
group toward the conserved glutamate residue at the second
turn of the a2-helix®® (see subsection 2.2). Furthermore, the
mutation Ser78Ala, located at the dimer—dimer A-interface
and far from the R-interface, in the untagged hPrxIII produces
HM;QI cage-like particles of linked rings at pH 8.0 (Figure
6d).

3.2. Prx-Based Nanofabrication and Biomaterials.
Broadly speaking, when used to control the assembly or
synthesis of nanostructures, biomolecules are referred to as
“soft templates”. Nanofabrication through the “bottom-up”
strategy based on soft templates is efficient to create
nanostructures with various morphologies.*>®” However,
obtaining protein templates with defined, patterned shapes is
extremely difficult using computational methods as these
macromolecular architectures require complex and elaborate
protein—protein interactions and specific control of protein
orientation.*® This section illustrates how the Prx morpheeins,
especially rings and tubes, and Prx-derived peptides can be
used to create nanostructures and nanodevices with specific
chemical, physical, and biological properties useful for a vast
array of applications (Table 1).

3.2.1. 3D Hydrogels and Bio-Organic Field-Effect Tran-
sistors. The B-interface in typical 2-Cys Prx homodimers relies
on contacts between the seven-stranded f-sheet from one
monomer and the same secondary structure of the other
monomer, resulting in an extended 14-stranded f-sheet (see
subsection 2.1). It is observed that this structure is found in
about 15% of native homodimer interfaces of different Prx
families and frequently includes the amino acidic sequence Ile-
Lys-His-Leu-Ser-Val-Asn  (IKHLSVN).* The IKHLSVN
sequence derived from BtPrxIll can be synthesized as a
water-soluble, stand-alone peptide with both N-acetylated and
C-amidated regions to maintain the net charge of the
corresponding interface. This peptide forms 3D birefringent
hydrogels at concentrations between 20 and 200 mg mL™" in
pure water exhibiting liquid crystalline texture and resulting
from spontaneous self-assembly of elongated nanoribbons
(Figure 7a).89

The IKHLSVN peptide can be employed to obtain perylene
imide-based organic semiconductor assemblies for transistor
devices. Namely, the peptide derivatives glycine-IRHLSVN-
glutamate-glutamate-glutamate (GIRHLSVNEEE) and N-
acetylated EEEIRHLSVN-ethylamine (Ac-EEEIRHLSVN-eth-
ylamine) can be conjugated with perylene diimide (PDI) or
perylene imide bisesters (PIBEs) to obtain hybrid bio-organic
compounds with luminescence efficiency and optoelectronic
properties. While the glycine and ethylamine groups act as low-
steric linkers between the peptides and the organic
compounds, the three glutamate ionizable residues improve
the solubility of the final hybrids and provide a means to
invoke pH-triggered self-assembly. The compounds form
diffusive, interlaced networks of nanofibers with roughly
200—300 nm up to micrometer length, likely due to the
synergistic effect of the IRHLSVN self-assembly behavior and
the 7—r stacking between PDI or PIBEs. By taking advantage
of the nanofibers as semiconductor layers between Ag
electrodes, bio-organic field-effect transistors (biOFET) can
be built showing output and transfer characteristics upon
exposure to voltages (Figure 7b).”

3.2.2. Colloidal 0D NPs. The inborn affinity of amino acids

toward metals*® and the possibility to insert polyHis sequences
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Figure 7. Prx peptide-based hydrogels and semiconductive nanofibers
for biOFET. (a) Nanoribbons (I) and hydrogel (II) obtained by the
self-assembling BtPrxIII-derived IKHLSVN peptide (scale bar = 200
nm). Adapted from ref 89. Published by The Royal Society of
Chemistry. (b) Hybrid compound obtained by conjugation between
the GIRHLSVNEEE derivative and PDI (I) and its self-assembly into
elongated nanofibers (II, scale bar = 200 nm) that are utilized as
semiconductive layers between Ag contacts in biOFET (III). Adapted
with permission from ref 90. Copyright 2015 WILEY-VCH Verlag
GmbH & Co.

to further expand this affinity allow Prx to bind metals and
build hybrid Prx-metal nanostructures.”***® For instance,
imidazole-mediated binding of Ni**-coated 1.8 nm AuNPs to
N-terminal polyHis-tagged SmPrxI rings can be achieved at pH
7.6. The nanoparticles are partially trapped within the ring
scaffolds thus giving to the hybrid SmPrxI-AuNPs complexes
electrical responsiveness if exposed to a 6 V bias voltage, as
demonstrated by repulsive-mode electrostatic force microscopy
(EFM) performed in air on samples adsorbed on silicon
dioxide substrates (Figure 8a).*® Furthermore, the binding
affinity for gold of the ring without dependence on the polyHis
tag is observed using bare 2 nm AuNPs. In this case, the
nanoparticles appear adsorbed all over the ring surface yielding
arrays with circular arrangement and size of ~21.2 nm (Figure
8b),** thus fitting with size scale of the crystal structure (PDB:
3ZTL).”” On the other hand, templated synthesis of
nanoparticles can be obtained taking advantage of the polyHis
tags as nucleation sites. For instance, binding of Fe*" ions to N-
terminal polyHis tagged hPrxIII rings is achieved by addition
of Fe** at pH 8.0 and 4 °C in the presence of citrate, which
stabilizes the ions and prevents oxidation by molecular oxygen.
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Figure 8. Colloidal Prx-embedded NPs. (a) Ni**-coated 1.8 nm AuNPs trapped within N-terminal polyHis-tagged SmPrxI rings (I, scale bar = 40
nm) and their electrical response observed by EFM upon application of a voltage of 6 V on silicon dioxide (II, scale bar = 40 nm). Reproduced with
permission from ref 46. Copyright The Royal Society of Chemistry. (b) Circular arrangement of bare 2 nm AuNPs adsorbed over SmPrxI rings.
Adapted from ref 84, Copyright 2020, with permission from Elsevier. (c) Templated synthesis of FeNPs within N-terminal polyHis-tagged hPrxIII
rings (I, scale bar = SO nm) and their EFM electrical response on mica under S V bias voltage (II, scale bar = 100 nm). Adapted from ref 94.
Copyright 2018, American Chemical Society.
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Figure 9. Prx-templated NPs-rGO composites and plasmonic nanopores arrays. (a) Micrographs of 3D microporous rGO obtained upon
interaction with N-terminal polyHis-tagged SmPrxI rings (I, scale bar = 10 ym). The inset shows a picture of the material obtained after freeze-
drying. The composite can be doped with AuNPs using the SmPrxI scaffold as linker and assessed by EDS elemental analysis reveling the presence
of gold (1], scale bar = 50 nm). Reproduced with permission from ref 77. Copyright The Royal Society of Chemistry. (b) Ag nanorings synthesized
on SmPrxl ring templates (I) and adsorbed on graphene before labeling with fluorophores and deposition on solid-state 2D nanopores arrays (II).
Structure of the final hybrid nanodevice with plasmonic behavior at the nanoring pore (III). Adapted with permission from ref 92. Copyright 2019
WILEY-VCH Verlag GmbH & Co.

Under these conditions, the Fe*" ions are captured in the ring biomedicine, e.g, as biocompatible drug delivery systems:
pore to allow seeding growth of electron-dense ~4 nm iron these hybrid nanostructures, indeed, improve interactions with
oxyhydroxide NPs (FeNPs), which confer electrical respon- biological material such as cells because the protein coating can

siveness to the complex adsorbed on mica substrates upon increase penetration of cell membranes by NPs.”
application of a S V bias voltage in air (Figure 8c).”* 3.2.3. NPs-Graphene 3d Composites and 2d Plasmonic
These examples show how to generate stable, responsive Nanopores Arrays. Graphene-based materials can be obtained
metal—protein complexes by tidily regulating the strong taking advantage of the inherent affinity of proteins toward the
metal—ligand coordination bonds and the weak ones occurring 2D lattice of graphene.6 As an example, the N-terminal
in the protein quaternary assembly to avoid precipitation as polyHis-tagged SmPrxI rings can be utilized to drive
well as disassembly of the complex. For instance, imidazole aggregation of 0.3—1 um GO layers into a microporous 3D
used for assembling the SmPrxI-AuNP complexes is efficient in composite at pH 7.4, which can be freeze-dried and observed
balancing the strong nickel-polyHis interaction (K; = 15 by scanning electron microscopy (SEM). Furthermore,
nM)™ and the weaker molecular contacts holding the SmPrxI scanning TEM (STEM) and energy dispersive X-ray
LMW ring (K; ® 1 uM for the dimer/decamer equili- spectrometry (EDS) demonstrate that the rings can act as
brium).**”” Moreover, hybrid protein—NP conjugates repre- scaffolds or templates to dope the composite with Ni**-coated
sent tools for addressing many of the difficulties in 1.8 AuNPs or ~3.3 nm palladium NPs (PdNPs) obtained by
53 https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
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chemical reduction of Pd** (Figure 9a).”””" To note, the rings

adsorb face-on over the lattice and perform chemical reduction
of GO into rGO at the expanse of the native cysteine
residues.”””" This example demonstrates how to master the
assembly of complex materials by exploiting the biochemical
and structural features of the Prx morpheeins: stacking is
achieved taking advantage of the perfect symmetry of SmPrxl
and its identical top and bottom surfaces (see section 2.1) as
well as the protein-catalyzed reduction into rGO, which is
known to yield of 3D graphene-based materials.”

The graphene-bound Prx rings can be exploited to precisely
place metal nanorings on regular, porous 2D arrays in order to
assemble devices with improved properties. For instance, N-
terminal polyHis-tagged SmPrxI rings can be used as templates
to synthesize Ag nanorings with diameter and pore of ~28 and
~3 nm, respectively, on graphene layers by chemical reduction
of Ag". The nanorings can be labeled with fluorescent dyes and
selectively placed on 2D nanopores arrays on solid-state silicon
nitride (Si;N,) membranes as observed by confocal
fluorescence microscopy (CM) (Figure 9b),”” taking advant-
age of electrophoresis as reported for other 2D lattices.'”’ The
hybrid nanopores show improved fluorescence lifetimes of 1.0
+ 0.8 ns, corresponding to half of the values obtained using
silver-free labeled SmPrxl rings thus suggesting plasmonic
behavior of the device. Notably, drilling of 2 nm holes on the
graphene surface at the nanoring pore can be achieved by
focused electron beam resulting.”” This strategy accounts on a
synthesis at pH S.5 in citrate buffer that stabilizes the LMW
ring oligomer and acts as adjuvant for Ag® binding by
providing a net negative charge to the citrate-coated protein. In
addition, at pH 5.5 the polyHis sequences are mostly
protonated (pK, of histidine is 6) thus discouraging their
binding to Ag® to the advantage of the native surface amino
acids of SmPrxL.'"!

Self-assembly of graphene-based materials represents a
teasible route to tailor and enhance the properties of graphene
while making more manageable 3D structures and devices for
practical applications, e.g, energy conversion/storage and
environmental decontamination.'”* For instance, the device
reported herein represents one of the first examples of hybrid
plasmonic nanopores integrated on solid-state membranes that
would be useful for next-generation sequencing and single-
molecule detection.'®*'**

3.2.4. Gold-Tethered 2D Protein Rings and Colloidal
Plasmonic 1D AuNPs Arrays. Gold surfaces are useful
platforms to create protein-reactive assemblies that can be
exploited to build nanodevices for bioelectronic and biosensing
applications."”> An example of Prxs assemblies on flat Au is the
N-terminal polyHis-tagged hPrxIIl rings that adsorb at low
concentration of S ug mL™' and pH 7.2 over mica substrates
coated with 300 nm Au layer. Scanning tunneling microscopy
(STM) show that that the rings preferentially bind face-on to
the gold appearing as discrete globules with 15 nm diameter
and 0.5 nm thickness, thus creating a flat protein coating
(Figure 10a).”” To note, the stability of the interaction is
increased by treating the gold surface with a self-assembling
monolayer (SAM) of SH-nitrilotriacetic acid (NTA-thiol).”

These data represent the first example of building Prx
supramolecular structures with preferential orientation teth-
ered to gold surfaces, which would be particularly useful in the
preparation of ordered functional 2D or 3D nanoscale
assemblies for different applications, including cell, virus, and
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Figure 10. Gold-tethered Prx rings and plasmonic AuNPs arrays. (a)
2D flat assemblies of N-terminal polyHis-tagged hPrxIII rings on gold
layers (I, scale bar = S0 nm) adsorbed with preferential face-on
orientation (II). Adapted from ref 7S, with the permission of AIP
Publishing. (b) 1D alkyne-labeled AuNPs arrays assembled upon
interaction with N-terminal polyHis-tagged SmPrxI rings after
negative staining (I). The arrays show plasmonic effects due to
Raman scattering from both amino acids and alkyne tags (II).
Adapted from ref 84, Copyright 2020, with permission from Elsevier.

bacterial adhesion, as well as biomaterial and biodevice
engineering. 103

The affinity of Prxs toward gold can be exploited to assemble
colloidal 1D metal NPs arrays labeled with molecular tags,
which can find use in applications based on surface enhanced
raman scattering (SERS). Namely, 20 nm AuNPs can be
labeled with alkyne-based compounds through sulfur—gold
interactions, as previously reported for silver nanostruc-
tures,'°>'”” and induced to self-assemble upon binding to N-
terminal polyHis-tagged SmPrxI rings. The hybrid alkyne-
labeled SmPrxI-AuNP complexes are arranged as short 1D
arrays with the interparticle gaps indicating the position of the
SmPrxI rings. Notably, the arrays exhibit Raman scattering
enabling detection of the amino acids and alkyne molecules,
the latter being distinguishable for their C=C bonds in a
biomolecule-silent spectral region (Figure 10b).%* Alike the
SmPrxI-GO hybrid composites where the patterned ring shape
drives stacking of GO (see section 3.2.3), the 1D assembly of
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AuNPs is likely to occur due to the geometrical protein
complex and the interaction with the polyHis-tagged identical
bottom and top surfaces;””’° moreover, even the native amino
acids, including methionine and cysteine, at the SmPrxI ring
surface would play a role in the assembly process for being
sensitive to changes of pH and ionic strength.”**

By comparison, 1D assemblies of nanoparticles have not
been as thoroughly explored as their 2D and 3D counterparts
because of the difficulties in their preparation and isolation for
analysis. However, 1D assemblies have potential applications in
a variety of optoelectronic, electronic, photonic, and magnetic
purposes.108 For instance, these nanostructures are currently
exploited for nondestructive intracellular imaging by Raman
spectroscopy, where they are used as nanoprobes in
theranostics, e.g., controlled NPs delivery and imaginglm‘109
and plasmonic photothermal treatment.’®

3.2.5. Graphene-Based 3D Scaffolds for Cell Growth and
Differentiation. As 3D graphene-based composites doped with
inorganic nanomaterials are being exploited for electronic and
environmental purposes,'’” protein-graphene materials show
interesting properties in biological applications, taking
advantage of the inherent biocompatibility of GO."'’ For
instance, polyHis-tagged SmPrxI rings adsorbed on GO can be
used as substate for adhesion, growth, and differentiation of
human neuroblastoma cells SH-SYSY into neuronal-like cells
without relying on the pro-differentiating agent N2 as observed
by immunofluorescence microscopy (IFM). The effect fits with
the concurrent expression of the marker of neuronal NF200
and leads to morphological changes of the neuronal-like
phenotype and formation of a cell network over the hybrid
SmPrxI-GO substrate as confirmed by an increasing neurite
length and neurite/neuron number (Figure 11).”* Further-
more, the YAP and TAZ transcriptional coregulators are found
to move across the cell, from nucleus to cytoplasm, likely
acting as molecular triggers for mechano-transduction process
of differentiation.""" Accordingly, down-regulation of prolifer-
ating and pluripotency factors such as RhoA and Sox2 is
observed in cells cultured over the SmPrxI-rGO composite.”
The differentiation is attributed to increased stiffness gained by
GO'" likely due to SmPrxl-induced reduction to rGO (see
section 3.2.3).

Graphene-based scaffolds for tissue engineering are now at
the forefront in medicine as attractive materials for their
biocompatibility, versatile chemical states, suitable flexibility,
and physicochemical properties, the latter necessary for
stabilizing the growth and differentiation of cells. In this
context, neural cells are currently considered as the main
model for tissue engineering to be assessed in regenerative
therapies for various diseases and disorders, e.g, spinal cord
injuries, strokes, and Alzheimer’s as well as Parkinson’s
disease.''> However, even though the surface chemistry of
graphene is known to play a significant role in influencing the
cell behavior and fate, there is little known about molecular
mechanisms underlying the differentiation by mechanical
stimuli of the intracellular response and, therefore, this topic
remains a hot issue to be fully explored.

3.2.6. Colloidal 1D Polarizable NPs Arrays. Nanometric
assemblies with 1D architecture or nanotubes are popular
structures and probably the best characterized. In this regard,
protein tubes of self-assembling Prx rings can be obtained with
special features for wide applications. For instance, N-terminal
polyHis-tagged SmPrxI rings can bind Ni**-coated 1.8 nm
AuNPs, taking advantage of the Ni**-polyHis interaction,
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Figure 11. Prx-conjugated rGO scaffold for tissue engineering. SH-
SYSY cells grown on SmPrxl-conjugated GO differentiate with a
neuronal-like phenotype and show increased expression of the
neuronal marker NF200 as demonstrated by IFM; this effect is
much less evident in control cells grown on bare GO or SmPrxI alone
(I). The neural-like phenotype is highlighted by electron micrographs
showing a network of cells with sprouting long neurites (II) and
confirmed by measuring the number and length of the neurites; to
note, cells differentiated on SmPrxI-conjugated GO are comparable to
positive control samples differentiated with addition of N2 (III).
Adapted from ref 93 with permission of Future Medicine Ltd.

slowly undergoing imidazole-mediated self-assembly into
SmPrxI-AuNPs hybrid 1D arrays where the nanoparticles
locate between adjoining rings, thus acting as gold metal
linkers between adjacent protein molecules. The arrays appear
as ~12 nm cylinders and exhibit EFM electrical responsiveness
along the whole structure if adsorbed on silicon dioxide and
exposed to a 6 V bias voltage, likely due to the presence metal
embedded within the tube cavity (Figure 12a).** Though the
polyHis tag-Ni** interaction is likely the main driving force of
the assembly process (see section 3.2.2), even the ring—ring R-
interface can play a role in the ring stacking as AuNPs are small
enough to partially penetrate the ~6 nm ring pore; thus, the
nanoparticles act as driving forces to increase the local protein
concentration thus inducing the conformational changes
required to stabilize the electrostatic and polar contacts at
the R-interface (see sections 2.1 and 2.2).

As an alternative strategy to achieve 1D assemblies, metal
NPs can be obtained by direct chemical synthesis on the Prx
ring scaffold and triggering of the stacking through pH
changes. For instance, the N-terminal polyHis-tagged hPrxIII
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Figure 12. Polarizable Prx-embedded NPs arrays. (a) 1D arrays of Ni**-coated 1.8 nm AuNPs trapped within N-terminal polyHis-tagged SmPrxI
tubes (I, scale bar = 40 nm) and their electrical response upon application of a voltage of 6 V on silicon dioxide (II, scale bar = 40 nm). Reproduced
with permission from ref 46. Copyright The Royal Society of Chemistry. (b) 1D arrays of FeNPS synthesized on N-terminal polyHis-tagged hPrxIII
tubes induced at pH 6.0 (I, scale bar = SO nm) and their electrical response under S V on mica (II, scale bar = 60 nm). Adapted from ref 94.

Copyright 2018, American Chemical Society.

rings can be used as templates at pH 8.0 to synthesis at the ring
pore ~4 nm FeNPs O,-mediated to oxidation of citrate-
stabilized Fe** ions (see section 3.2.2). Taking advantage of
the pH-sensitivity of hPrxIII (see section 3.1.2), on decreasing
the pH to 6.0, the hPrxIII-FeNPs complexes can be induced to
stack, forming long regular 1D arrays that, according to their
hybrid composition, exhibit electrical response along the whole
structure when applying voltages of 5 V when adsorbed on
mica (Figure 12b).”* To note, oxyhydroxide NPs forming the
1D arrays appear embedded within the cavity but also lying at
the outer surface of the hPrxIIl stacks likely due to partial
deprotonation of histidines of the polyHis sequence at pH 6.0,
with loss of affinity for the mineralized iron.”* In this process,
the stacking is likely due to the protonation of the catalytic
Cysp (Cys47p in hPrxIIl) inducing the conformational changes
necessary to stabilize the ring—ring R-interface as reported.””

Nanotubes are found widely as structures made by carbon,
metals, silicon, and DNA as well as peptides and proteins, the
latter occurring naturally in cells as self-assembling structures,
e.g. microtubules'® and the bacterial ﬂagella.114 Due to their
highly desirable properties such as biodegradability, bio-
compatibility, and ease of tailored surface functionalization,
protein nanotubes currently found several applications in food,
pharmaceutical, and cosmetics sectors. These reasons make
them a promising alternative to carbon nanotubes, which, even
though possessing excellent tensile strength, large surface area
and appropriate electronic, thermal and chemical properties,
still evoke concerns about their toxicity and compatibility with
biological matter."">''® Though small nanoparticles do not
exhibit coupling phenomena, such as surface plasmonic
resonance or scattering to be used for instance as biosensors,
their regular arrangement into 1D arrays confer the final
nanostructure with other 1properties useful in applications such
as conductive nanowires '~ and nanostructured catalysts for
oxygen reduction reaction in fuel cells."'®

3.2.7. Gold-Tethered 2D Protein Tubes and Scaffolds for
Cell Growth and Differentiation. Proteins supramolecular
structures with preferential orientation on flat 2D gold are
promising candidates to build ordered functional 2D or 3D
assemblies for applications ranging from cell adhesion to
biodevice engineering.'”” In this regard, N-terminal polyHis-
tagged hPrxIII tubes can be assembled from stacking of rings
on flat gold surfaces with preferential orientation at pH 7.2.
The protein adsorbs as single discrete rings at low
concentration (see section 3.2.4) that, however, stack into
tubes upon increasing at concentration 50 yg mL™" in side-on
(laterally) or face-on mode (Figure 13a).”® Furthermore, face-
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on adsorption is favored when coating the gold with SAM of 4-
mercaptobenzoic acid (MBA) and attaching the protein by
chemical cross-linking and, notably, by pretreating the protein
at pH 4.0 resulting in long tubes, in agreement with other data
(see section 3.1.2).”°

The use of Prx tubes is not limited to the interaction with
nonliving matter such as inorganic surfaces or NPs. Examples
are the N-terminal polyHis-tagged SmPrxI and BtPrxIII whose
mutants Cys48Ser and Cys47Ser are known to constitutively
self-assemble into long tubes of stacked rings38‘62 to be used as
biocompatible substrates for cells. Namely, human neuro-
blastoma SH-SYSY can be seeded and differentiated into
neuronal-like phenotypes sprouting neurites and forming a cell
network without the addition of N2, as shown by phase
contrast microscopy (PCM) and confirmed by expression of
neural markers f-tubulin III and NF-200. The differentiation is
observed on both Prx-based substrates while being almost
absent when seeding the cells over the wild-type proteins
forming single rings (Figure 13b).”> To note, very similar
effects are observed if using neural cancer stem cells (NCSCs)
from human glioblastoma which are prone to adhesion of the
neurospheres before spreading and differentiation on both the
Prx tubes.”” Though the mechanism resulting is still under
investigation, these data suggest that the sole tube-like
architecture is mandatory to trigger the differentiation pathway
whatever the Prx used, likely supporting these materials as
universal tissue-free proteinaceous scaffolds for tissue engineer-
ing.

Protein-based self-assembling scaffolds are increasingly
gaining interest as favorable and efficient scaffolds in tissue
engineering applications as they can self-assemble under mild
conditions into supramolecular structures mimicking the native
extracellular matrix.""”

4. CONCLUSIONS AND FUTURE PERSPECTIVES

The expanding universe of protein-based nanotechnology is
currently flowing through the growing field of applied
nanoscience, with broad impacts on nearly economic sectors,
from electronics to energy, biomedicine, cosmetics, defense,
automotive, and agriculture. Indeed, the global nanotechnol-
ogy market is expected to exceed US $125 billion by 2024,"*°
thus advancing technology through increasing funding
resources for R&D activities, miniaturization of devices, and
strategic alliances between countries. Analysis of expanding
market trends show that electronics, energy, and biomedicine
account for over 70% of the growth, with nanoparticles,
nanolithography, and nanodevices being the most significant.
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Figure 13. Gold-tethered Prx tubes and scaffolds for tissue
engineering. (a) 2D flat assemblies of N-terminal polyHis-tagged
hPrxIII tubes on gold layers (I, scale bar = S0 nm) adsorbed with face-
on or side-on (lateral association) orientation (II). Adapted from ref
75, with the permission of AIP Publishing. (b) SH-SYSY cells grown
on substrates of N-terminal polyHis-tagged tubes from mutants
Cys48Ser and Cys47Ser of SmPrxI or BtPrxIIl, respectively, undergo
morphological changes forming sprouting neurites as observed by
PCM; conversely, no significant changes are observed when seeding
cells over wild-type ring Prxs. The morphological changes are
confirmed by IFM showing high expression of the neuronal markers
NF200 and f-tubulin IIT as demonstrated by IFM, thus indicating
differentiation toward neuronal-like cells; to note, cells tend to form
large networks (I, scale bars = 15 ym). The neural-like phenotype and
the cell networks are especially highlighted by electron micrographs
with the formation of long sprouting neurites on both Cys48Ser (II)
and Cys47Ser tube substrates (III). Adapted with permission from ref
95. Copyright 2016 John Wiley & Sons, Ltd.

This review aimed at highlighting that the structural and
biochemical plasticity of Prxs can be also exploited across
different multidisciplinary areas of applied science from
electronics to biomedicine. The reported examples clearly
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demonstrate that control over the assembly/disassembly of
Prxs into supramolecular complexes and their interactions with
inorganic and organic materials can be easily achieved under
mild experimental conditions in vitro. This is augmented using
genetic engineering and/or chemical strategies: (1) presence/
absence and length of N-terminal polyHis tags, (2) presence/
absence of divalent metal cations and metal chelators, (3) pH
changes, (4) reducing/oxidizing conditions, (5) amino acid
mutations, (6) ionic strength, (7) protein concentration, (8)
SAM-coated surfaces, and (9) design of Prx-derived peptides.
Interestingly, in most cases changing these factors facilitates
tuning the morpheein behavior and the interaction with
nanomaterials. Evidence is presented for how to harness the
oligomeric transitions of Prxs in solution from
5738467075, 78=80 ¢4 hollow colloidal and surface-tethered

rin,
29,38,46,70,75,80 . )
tubes””*¥*7975%0 a5 well as cage-like particles and cate-
29,53 . :
nanes. Studies also show methods to improve such

complexes making them suitable tectons for building
nanostructures such as 2D protein arrays*' and nanoribbon-
based 3D hydrogels.”” Their derivatives can be coupled to
optoelectronic compounds for building transistor devices,”’ 0D
and 1D arrays of colloidal metal and mineralized NPs with
electrical polarizability*®”* and 1D SERS-active metal NPs
clusters.”* The “sticky” features of the Prx rings have been
shown to be useful for assembling metal NP-doped 3D GO
materials’””" and improving the stiffness and biological effects
of rGO to induce growth and differentiation of tumor-derived
cells” as well as to obtain 2D plasmonic nanopores over
graphene-coated solid-state membranes.”” Finally, bare tubes
of stacked Prx rings have been demonstrated to be efficient
biological scaffolds for adhesion and differentiation of stem and
tumor-derived cells with no need of differentiating supple-
ments.”” The use of Prx for bionanotechnology purposes is just
initiated and more efforts should be made in the future to
completely master its morpheein behavior in order to easily
access all the oligomeric structures available for Prx. For
example, the interfaces involved in the Prx’s nanocage structure
are not determined at the atomic level, even though some
indications on how to stabilize this array already exist; the
employment of this supramolecular oligomer for practical
purposes is, at present, limited, but still very promising if one
considers the many applications of ferritin-like or virus-like
nanocages in biomedicine and nanotechnology reported so
far."?'~7** The valuable adaptability of such patterned protein
complexes expands even more broadly if looking at other ring-
shaped protein oligomers that do not belong to the Prx
family,*¥**7>7741247138 Taken together, all these features
make protein morpheeins with supramolecular structures
suitable for hierarchical nanofabrication of structures and
devices,*%¢ a concept that is currently emerging to overcome
the limitations and necessities inherent to the “top-down” and
“bottom-up” strategies, i.e., the scaling down of the size limit of
nanofabrication and improving the control over self-assembling
structures to create nanometric objects with collective behavior
and coupling phenomena with augmented abilities to interact
with light and biological matter.'*”"*

B AUTHOR INFORMATION

Corresponding Authors
Matteo Ardini — Department of Life, Health, and
Environmental Sciences,, University of L’Aquila, 67100
L’Aquila, Italy; Email: matteo.ardini@univagq.it

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
Bioconjugate Chem. 2021, 32, 43—62


https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Matteo+Ardini"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
mailto:matteo.ardini@univaq.it
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Francesco+Angelucci"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/doi/10.1021/acs.bioconjchem.0c00621?fig=fig13&ref=pdf
https://pubs.acs.org/doi/10.1021/acs.bioconjchem.0c00621?fig=fig13&ref=pdf
https://pubs.acs.org/doi/10.1021/acs.bioconjchem.0c00621?fig=fig13&ref=pdf
https://pubs.acs.org/doi/10.1021/acs.bioconjchem.0c00621?fig=fig13&ref=pdf
pubs.acs.org/bc?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00621?ref=pdf

Bioconjugate Chemistry

pubs.acs.org/bc

Francesco Angelucci — Department of Life, Health, and
Environmental Sciences,, University of L’Aquila, 67100
L’Aquila, Italy; © orcid.org/0000-0001-7305-7903;
Email: francesco.angelucci@univaq.it

Authors

Andrea Bellelli — Department of Biochemical Sciences “A.
Rossi Fanelli”, University of Roma “Sapienza”, 00185 Roma,
Italy

David L. Williams — Department of Microbial Pathogens and
Immunity, Rush University Medical Center, Chicago, Illinois
60612, United States

Luana Di Leandro — Department of Life, Health, and
Environmental Sciences, University of L’Aquila, 67100
L’Aquila, Italy

Francesco Giansanti — Department of Life, Health, and
Environmental Sciences,, University of L’Aquila, 67100
L’Aquila, Italy

Annamaria Cimini — Department of Life, Health, and
Environmental Sciences,, University of L’Aquila, 67100
L’Aquila, Italy

Rodolfo Ippoliti — Department of Life, Health, and
Environmental Sciences,, University of L’Aquila, 67100
L’Aquila, Italy

Complete contact information is available at:
https://pubs.acs.org/10.1021/acs.bioconjchem.0c00621

Notes
The authors declare no competing financial interest.

B ACKNOWLEDGMENTS

We acknowledge the funding PON/FSE R&I (No.
AIM1887574) from MIUR-Ministero dell'Istruzione, dell’Uni-
versita e della Ricerca (Ministry of Education, University and
Research) for supporting Ardini M. This work was partially
supported by University of L’Aquila (RLA.).

B REFERENCES

(1) Dishman, A. F., and Volkman, B. F. (2018) Unfolding the
Mysteries of Protein Metamorphosis. ACS Chem. Biol. 13, 1438—
1446.

(2) Jaffe, E. K. (2005) Morpheeins — a new structural paradigm for
allosteric regulation. Trends Biochem. Sci. 30, 490—497.

(3) Wasserman, H., and Saphire, E. O. (2016) More than Meets the
Eye: Hidden Structures in the Proteome. Annu. Rev. Virol. 3, 373—
386.

(4) Sperling, R. A, and Parak, W. J. (2010) Surface modification,
functionalization and bioconjugation of colloidal inorganic nano-
particles. Philos. Trans. R. Soc, A 368, 1333—1383.

(5) Miceli, E., Kar, M., and Calderdn, M. (2017) Interactions of
organic nanoparticles with proteins in physiological conditions. J.
Mater. Chem. B S, 4393—440S5.

(6) Li, D., Zhang, W, Yu, X, Wang, Z., Su, Z., and Wei, G. (2016)
When biomolecules meet graphene: from molecular level interactions
to material design and applications. Nanoscale 8, 19491—19509.

(7) Gu, Z,, Yang, Z., Chong, Y., Ge, C., Weber, J. K, Bell, D. R,, and
Zhou, R. (2015) Surface Curvature Relation to Protein Adsorption
for Carbon-based Nanomaterials. Sci. Rep. S, 10886.

(8) Garusinghe, G. S. P., Bessey, S. M., Bruce, A. E., and Bruce, M.
R. M. (2016) The influence of gold(i) on the mechanism of thiolate,
disulfide exchange. Dalton Trans. 45, 11261—11266.

(9) Aldeek, F., Safi, M., Zhan, N., Palui, G., and Mattoussi, H.
(2013) Understanding the Self-Assembly of Proteins onto Gold
Nanoparticles and Quantum Dots Driven by Metal-Histidine
Coordination. ACS Nano 7, 10197—10210.

58

(10) Boutureira, O., and Bernardes, G. J. L. (2015) Advances in
Chemical Protein Modification. Chem. Rev. 115, 2174—2195.

(11) Ponziani, S., Di Vittorio, G., Pitari, G., Cimini, A. M., Ardini,
M., Gentile, R,, Iacobelli, S., Sala, G., Capone, E,, Flavell, D. J., et al.
(2020) Antibody-Drug Conjugates: The New Frontier of Chemo-
therapy. Int. J. Mol. Sci. 21, 5510.

(12) Baj, Y., Luo, Q., and Liu, J. (2016) Protein self-assembly via
supramolecular strategies. Chem. Soc. Rev. 45, 2756—2767.

(13) Pieters, B. J. G. E., van Eldijk, M. B,, Nolte, R. J. M., and
Mecinovi¢, J. (2016) Natural supramolecular protein assemblies.
Chem. Soc. Rev. 45, 24—39.

(14) Okuyama, K., Miyama, K., Mizuno, K., and Bichinger, H. P.
(2012) Crystal structure of (Gly-Pro-Hyp)o: Implications for the
collagen molecular model. Biopolymers 97, 607—616.

(15) Dgany, O., Gonzalez, A., Sofer, O., Wang, W., Zolotnitsky, G.,
Wolf, A, Shoham, Y., Altman, A., Wolf, S. G., Shoseyov, O, et al.
(2004) The Structural Basis of the Thermostability of SP1, a Novel
Plant (Populus tremula) Boiling Stable Protein. J. Biol. Chem. 279,
51516—51523.

(16) Sui, H, and Downing, K. H. (2010) Structural Basis of
Interprotofilament Interaction and Lateral Deformation of Micro-
tubules. Structure 18, 1022—1031.

(17) Bellapadrona, G., Ardini, M., Ceci, P., Stefanini, S., and
Chiancone, E. (2010) Dps proteins prevent Fenton-mediated
oxidative damage by trapping hydroxyl radicals within the protein
shell. Free Radical Biol. Med. 48, 292—297.

(18) Ardini, M., Fiorillo, A., Fittipaldi, M., Stefanini, S., Gatteschi,
D., Hlari, A., and Chiancone, E. (2013) Kineococcus radiotolerans Dps
forms a heteronuclear Mn-Fe ferroxidase center that may explain the
Mn-dependent protection against oxidative stress. Biochim. Biophys.
Acta, Gen. Subj. 1830, 3745—3755.

(19) Ardini, M., Howes, B. D., Fiorillo, A,, Falvo, E., Sottini, S.,
Rovai, D., Lantieri, M., Ilari, A., Gatteschi, D., Spina, G., et al. (2018)
Study of manganese binding to the ferroxidase centre of human H-
type ferritin. J. Inorg. Biochem. 182, 103—112.

(20) Stefanini, S., Ceci, P., Ardini, M., and Ilari, A. (2011) DNA-
Binding Proteins From Starved Cells (Dps Proteins). Encyclopedia of
Inorganic and Bioinorganic Chemistry (Scott, R. A., Ed) pp 1—10, John
Wiley & Sons, Ltd. DOI: 10.1002/9781119951438.eibc0676.

(21) Zimanyi, C. M., Ando, N, Brignole, E. J., Asturias, F. J., Stubbe,
J., and Drennan, C. L. (2012) Tangled Up in Knots: Structures of
Inactivated Forms of E. coli Class Ia Ribonucleotide Reductase.
Structure 20, 1374—1383.

(22) Leung, E. W. W,, and Guddat, L. W. (2009) Conformational
Changes in a Plant Ketol-Acid Reductoisomerase upon Mg®* and
NADPH Binding as Revealed by Two Crystal Structures. J. Mol. Biol.
389, 167—182.

(23) Szot-Karpifska, K, Kudla, P., Szarota, A, Narajczyk, M,
Marken, F., and Niedzidtka-Jonsson, J. (2020) CRP-binding
bacteriophage as a new element of layer-by-layer assembly carbon
nanofiber modified electrodes. Bioelectrochemistry 136, 107629.

(24) Laver, T., Harrison, J., O’Neill, P. A., Moore, K., Farbos, A.,
Paszkiewicz, K., and Studholme, D. J. (2015) Assessing the
performance of the Oxford Nanopore Technologies MinION. Biomol.
Detect. Quantif. 3, 1-8.

(25) Theil, E. C, and Turano, P. (2013) Metalloenzymes: Cage
redesign explains assembly. Nat. Chem. Biol. 9, 143—144.

(26) Zang, J., Chen, H., Zhang, X., Zhang, C., Guo, J., Du, M., and
Zhao, G. (2019) Disulfide-mediated conversion of 8-mer bowl-like
protein architecture into three different nanocages. Nat. Commun. 10,
778.

(27) Wood, Z. A,, Poole, L. B, Hantgan, R. R, and Karplus, P. A.
(2002) Dimers to Doughnuts: Redox-Sensitive Oligomerization of 2-
Cysteine Peroxiredoxins. Biochemistry 41, 5493—5504.

(28) Meissner, U., Schroder, E., Scheffler, D., Martin, A. G., and
Harris, J. R. (2007) Formation, TEM study and 3D reconstruction of
the human erythrocyte peroxiredoxin-2 dodecahedral higher-order
assembly. Micron 38, 29—39.

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
Bioconjugate Chem. 2021, 32, 43—62


http://orcid.org/0000-0001-7305-7903
mailto:francesco.angelucci@univaq.it
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Andrea+Bellelli"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="David+L.+Williams"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Luana+Di+Leandro"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Francesco+Giansanti"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Annamaria+Cimini"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/action/doSearch?field1=Contrib&text1="Rodolfo+Ippoliti"&field2=AllField&text2=&publication=&accessType=allContent&Earliest=&ref=pdf
https://pubs.acs.org/doi/10.1021/acs.bioconjchem.0c00621?ref=pdf
https://dx.doi.org/10.1021/acschembio.8b00276
https://dx.doi.org/10.1021/acschembio.8b00276
https://dx.doi.org/10.1016/j.tibs.2005.07.003
https://dx.doi.org/10.1016/j.tibs.2005.07.003
https://dx.doi.org/10.1146/annurev-virology-100114-054923
https://dx.doi.org/10.1146/annurev-virology-100114-054923
https://dx.doi.org/10.1098/rsta.2009.0273
https://dx.doi.org/10.1098/rsta.2009.0273
https://dx.doi.org/10.1098/rsta.2009.0273
https://dx.doi.org/10.1039/C7TB00146K
https://dx.doi.org/10.1039/C7TB00146K
https://dx.doi.org/10.1039/C6NR07249F
https://dx.doi.org/10.1039/C6NR07249F
https://dx.doi.org/10.1038/srep10886
https://dx.doi.org/10.1038/srep10886
https://dx.doi.org/10.1039/C6DT01400C
https://dx.doi.org/10.1039/C6DT01400C
https://dx.doi.org/10.1021/nn404479h
https://dx.doi.org/10.1021/nn404479h
https://dx.doi.org/10.1021/nn404479h
https://dx.doi.org/10.1021/cr500399p
https://dx.doi.org/10.1021/cr500399p
https://dx.doi.org/10.3390/ijms21155510
https://dx.doi.org/10.3390/ijms21155510
https://dx.doi.org/10.1039/C6CS00004E
https://dx.doi.org/10.1039/C6CS00004E
https://dx.doi.org/10.1039/C5CS00157A
https://dx.doi.org/10.1002/bip.22048
https://dx.doi.org/10.1002/bip.22048
https://dx.doi.org/10.1074/jbc.M409952200
https://dx.doi.org/10.1074/jbc.M409952200
https://dx.doi.org/10.1016/j.str.2010.05.010
https://dx.doi.org/10.1016/j.str.2010.05.010
https://dx.doi.org/10.1016/j.str.2010.05.010
https://dx.doi.org/10.1016/j.freeradbiomed.2009.10.053
https://dx.doi.org/10.1016/j.freeradbiomed.2009.10.053
https://dx.doi.org/10.1016/j.freeradbiomed.2009.10.053
https://dx.doi.org/10.1016/j.bbagen.2013.02.003
https://dx.doi.org/10.1016/j.bbagen.2013.02.003
https://dx.doi.org/10.1016/j.bbagen.2013.02.003
https://dx.doi.org/10.1016/j.jinorgbio.2018.02.003
https://dx.doi.org/10.1016/j.jinorgbio.2018.02.003
https://dx.doi.org/10.1002/9781119951438.eibc0676
https://dx.doi.org/10.1002/9781119951438.eibc0676
https://dx.doi.org/10.1002/9781119951438.eibc0676?ref=pdf
https://dx.doi.org/10.1016/j.str.2012.05.009
https://dx.doi.org/10.1016/j.str.2012.05.009
https://dx.doi.org/10.1016/j.jmb.2009.04.012
https://dx.doi.org/10.1016/j.jmb.2009.04.012
https://dx.doi.org/10.1016/j.jmb.2009.04.012
https://dx.doi.org/10.1016/j.bioelechem.2020.107629
https://dx.doi.org/10.1016/j.bioelechem.2020.107629
https://dx.doi.org/10.1016/j.bioelechem.2020.107629
https://dx.doi.org/10.1016/j.bdq.2015.02.001
https://dx.doi.org/10.1016/j.bdq.2015.02.001
https://dx.doi.org/10.1038/nchembio.1182
https://dx.doi.org/10.1038/nchembio.1182
https://dx.doi.org/10.1038/s41467-019-08788-9
https://dx.doi.org/10.1038/s41467-019-08788-9
https://dx.doi.org/10.1021/bi012173m
https://dx.doi.org/10.1021/bi012173m
https://dx.doi.org/10.1016/j.micron.2006.04.010
https://dx.doi.org/10.1016/j.micron.2006.04.010
https://dx.doi.org/10.1016/j.micron.2006.04.010
pubs.acs.org/bc?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00621?ref=pdf

Bioconjugate Chemistry

pubs.acs.org/bc

(29) Phillips, A. J,, Littlejohn, J., Yewdall, N. A., Zhu, T., Valery, C.,
Pearce, F. G., Mitra, A. K., Radjainia, M., and Gerrard, J. A. (2014)
Peroxiredoxin is a Versatile Self-Assembling Tecton for Protein
Nanotechnology. Biomacromolecules 15, 1871—1881.

(30) Cao, Z., and Lindsay, J. G. (2017) The Peroxiredoxin Family:
An Unfolding Story. Macromolecular Protein Complexes. Subcellular
Biochemistry (Harris, J., and Marles-Wright, J., Eds) Vol. 83, Springer,
Cham. DOI: 10.1007/978-3-319-46503-6 3.

(31) Hall, A, Karplus, P. A,, and Poole, L. B. (2009) Typical 2-Cys
peroxiredoxins — structures, mechanisms and functions. FEBS ]. 276,
2469-2977.

(32) Angelucci, F., Bellelli, A., Ardini, M., Ippoliti, R., Saccoccia, F.,
and Morea, V. (2015) One ring (or two) to hold them all — on the
structure and function of protein nanotubes. FEBS J. 282, 2827—2845.

(33) Soito, L., Williamson, C., Knutson, S. T., Fetrow, J. S., Poole, L.
B, and Nelson, K. J. (2011) PREX:PeroxiRedoxin classification
indEX, a database of subfamily assignments across the diverse
peroxiredoxin family. Nucleic Acids Res. 39, D332—337.

(34) Perkins, A, Nelson, K. J., Parsonage, D., Poole, L. B., and
Karplus, P. A. (2015) Peroxiredoxins: guardians against oxidative
stress and modulators of peroxide signaling. Trends Biochem. Sci. 40,
435—44S.

(35) Kumsta, C., and Jakob, U. (2009) Redox-regulated chaperones.
Biochemistry 48, 4666—4676.

(36) Lowther, W. T, and Haynes, A. C. (2011) Reduction of
cysteine sulfinic acid in eukaryotic, typical 2-Cys peroxiredoxins by
sulfiredoxin. Antioxid. Redox Signaling 15, 99—109.

(37) Saccoccia, F., Di Micco, P., Boumis, G., Brunori, M., Koutris, I,
Miele, A. E., Morea, V., Sriratana, P., Williams, D. L., Bellelli, A., et al.
(2012) Moonlighting by Different Stressors: Crystal Structure of the
Chaperone Species of a 2-Cys Peroxiredoxin. Structure 20, 429—439.

(38) Angelucci, F., Saccoccia, F., Ardini, M., Boumis, G., Brunori,
M., Di Leandro, L., Ippoliti, R., Miele, A. E., Natoli, G., Scotti, S., et al.
(2013) Switching between the Alternative Structures and Functions
of a 2-Cys Peroxiredoxin, by Site-Directed Mutagenesis. J. Mol. Biol.
425, 4556—4568.

(39) Radjainia, M., Venugopal, H., Desfosses, A., Phillips, A. J,,
Yewdall, N. A, Hampton, M. B., Gerrard, J. A, and Mitra, A. K
(2015) Cryo-electron microscopy structure of human peroxiredoxin-3
filament reveals the assembly of a putative chaperone. Structure 23,
912-920.

(40) Yewdall, N. A, Venugopal, H., Desfosses, A., Abrishami, V.,
Yosaatmadja, Y., Hampton, M. B., Gerrard, J. A., Goldstone, D. C,,
Mitra, A. K, and Radjainia, M. (2016) Structures of human
peroxiredoxin 3 suggest self-chaperoning assembly that maintains
catalytic state. Structure 24, 1120—1129.

(41) Harris, J. R, Schroder, E., Isupov, M. N., Scheffler, D.,
Kristensen, P., Littlechild, J. A., Vagin, A. A,, and Meissner, U. (2001)
Comparison of the decameric structure of peroxiredoxin-II by
transmission electron microscopy and X-ray crystallography. Biochim.
Biophys. Acta, Protein Struct. Mol. Enzymol. 1547, 221-234.

(42) Jang, H. H,, Kim, S. Y., Park, S. K, Jeon, H. S, Lee, Y. M,, Jung,
J. H, Lee, S. Y, Chae, H. B, Jung, Y. J,, Lee, K. O, et al. (2006)
Phosphorylation and concomitant structural changes in human 2-Cys
peroxiredoxin isotype I differentially regulate its peroxidase and
molecular chaperone functions. FEBS Lett. $80, 351—355.

(43) Lim, J. C., Choi, H. L, Park, Y. S, Nam, H. W., Woo, H. A,
Kwon, K. S,, Kim, Y. S., Rhee, S. G., Kim, K, and Chae, H. Z. (2008)
Irreversible oxidation of the active-site cysteine of peroxiredoxin to
cysteine sulfonic acid for enhanced molecular chaperone activity. J.
Biol. Chem. 283, 28873—28880.

(44) Noichri, Y., Palais, G., Ruby, V., D’Autreaux, B., Delaunay-
Moisan, A., Nystrom, T., Molin, M., and Toledano, M. B. (2015) In
vivo parameters influencing 2-Cys Prx oligomerization: The role of
enzyme sulfinylation. Redox Biol. 6, 326—333.

(45) An, B.C,, Lee, S. S., Lee, E. M., Lee, J. T., Wi, S. G, Jung, H. S,
Park, W., and Chung, B. Y. (2010) A new antioxidant with dual
functions as a peroxidase and chaperone in Pseudomonas aeruginosa.
Mol. Cells 29, 145—151.

59

(46) Ardini, M., Giansanti, F., Di Leandro, L., Pitari, G., Cimini, A.,
Ottaviano, L., Donarelli, M., Santucci, S., Angelucci, F., and Ippoliti,
R. (2014) Metal-induced self-assembly of peroxiredoxin as a tool for
sorting ultrasmall gold nanoparticles into one-dimensional clusters.
Nanoscale 6, 8052—8061.

(47) Aran, M., Ferrero, D. S, Pagano, E, and Wolosiuk, R. A.
(2009) Typical 2-Cys peroxiredoxins — modulation by covalent
transformations and noncovalent interactions. FEBS J. 276, 2478—
2493.

(48) McMillan, R. A, Paavola, C. D., Howard, J., Chan, S. L.,
Zaluzec, N. J., and Trent, J. D. (2002) Ordered nanoparticle arrays
formed on engineered chaperonin protein templates. Nat. Mater. 1,
247-252.

(49) Sendai, T., Biswas, S., and Aida, T. (2013) Photoreconfigurable
Supramolecular Nanotube. J. Am. Chem. Soc. 135, 11509—11512.

(50) Wood, Z. A., Schroder, E., Harris, J. R., and Poole, L. B. (2003)
Structure, mechanism and regulation of peroxiredoxins. Trends
Biochem. Sci. 28, 32—40.

(51) Barranco-Medina, S., Lazaro, J. J., and Dietz, K. J. (2009) The
oligomeric conformation of peroxiredoxins links redox state to
function. FEBS Lett. 583, 1809—1816.

(52) Nelson, K. J., Knutson, S. T., Soito, L., Klomsiri, C., Poole, L.
B, and Fetrow, J. S. (2011) Analysis of the peroxiredoxin family:
using active-site structure and sequence information for global
classification and residue analysis. Proteins: Struct, Funct, Genet. 79,
947—-964.

(53) Cao, Z., Roszak, A. W.,, Gourlay, L. J., and Lindsay, J. G. (2005)
Bovine Mitochondrial Peroxiredoxin IIT Forms a Two-Ring Catenane.
Structure 13, 1661—1664.

(54) Boumis, G. Angelucci, F., Bellelli A., Brunori, M.,
Dimastrogiovanni, D., and Miele, A. E. (2011) Structural and
functional characterization of Schistosoma mansoni Thioredoxin.
Protein Sci. 20, 1069—76.

(55) Kuntz, A. N., Davioud-Charvet, E., Sayed, A. A, Califf, L. L.,
Dessolin, J., Arnér, E. S. J., and Williams, D. L. (2007) Thioredoxin
Glutathione Reductase from Schistosoma mansoni: An Essential
Parasite Enzyme and a Key Drug Target. PLoS Med. 4, €206.

(56) Silvestri, I, Lyu, H., Fata, F., Boumis, G., Miele, A. E., Ardini,
M., Ippoliti, R, Bellelli A, Jadhav, A, Lea, W. A, et al. (2018)
Fragment-Based Discovery of a Regulatory Site in Thioredoxin
Glutathione Reductase Acting as “Doorstop” for NADPH Entry. ACS
Chem. Biol. 13, 2190—2202.

(57) Silvestri, I, Lyu, H., Fata, F., Banta, P. R,, Mattei, B., Ippoliti, R,,
Bellelli, A, Pitari, G., Ardini, M., Petukhova, V., et al. (2020) Ectopic
suicide inhibition of thioredoxin glutathione reductase. Free Radical
Biol. Med. 147, 200—211.

(58) Lyu, H., Petukhov, P. A,, Banta, P. R,, Jadhav, A,, Lea, W. A,,
Cheng, Q., Amér, E. S. J., Simeonov, A, Thatcher, G. R. ]., Angelucci,
F,, et al. (2020) Characterization of Lead Compounds Targeting the
Selenoprotein Thioredoxin Glutathione Reductase for Treatment of
Schistosomiasis. ACS Infect. Dis. 6, 393—405.

(59) Sayed, A. A, Simeonov, A., Thomas, C. J., Inglese, J., Austin, C.
P., and Williams, D. L. (2008) Identification of oxadiazoles as new
drug leads for the control of schistosomiasis. Nat. Med. 14, 407—12.

(60) Angelucci, F., Miele, A. E., Ardini, M., Boumis, G., Saccoccia,
F.,, and Bellelli A. (2016) Typical 2-Cys peroxiredoxins in human
parasites: Several physiological roles for a potential chemotherapy
target. Mol. Biochem. Parasitol. 206, 2—12.

(61) Winterbourn, C. C., and Hampton, M. B. (2008) Thiol
chemistry and specificity in redox signaling. Free Radical Biol. Med. 48,
549-561.

(62) Gourlay, L. J., Bhella, D., Kelly, S. M., Price, N. C., and Lindsay,
J. G. (2003) Structure-function analysis of recombinant substrate
protein 22 kDa (SP-22). A mitochondrial 2-CYS peroxiredoxin
organized as a decameric toroid. J. Biol. Chem. 278, 32631—32637.

(63) Sali, D., Bycroft, M., and Fersht, A. R. (1988) Stabilization of
protein structure by interaction of alpha-helix dipole with a charged
side chain. Nature 335, 740—743.

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
Bioconjugate Chem. 2021, 32, 43—62


https://dx.doi.org/10.1021/bm500261u
https://dx.doi.org/10.1021/bm500261u
https://dx.doi.org/10.1007/978-3-319-46503-6_5
https://dx.doi.org/10.1007/978-3-319-46503-6_5
https://dx.doi.org/10.1007/978-3-319-46503-6_5?ref=pdf
https://dx.doi.org/10.1111/j.1742-4658.2009.06985.x
https://dx.doi.org/10.1111/j.1742-4658.2009.06985.x
https://dx.doi.org/10.1111/febs.13336
https://dx.doi.org/10.1111/febs.13336
https://dx.doi.org/10.1093/nar/gkq1060
https://dx.doi.org/10.1093/nar/gkq1060
https://dx.doi.org/10.1093/nar/gkq1060
https://dx.doi.org/10.1016/j.tibs.2015.05.001
https://dx.doi.org/10.1016/j.tibs.2015.05.001
https://dx.doi.org/10.1021/bi9003556
https://dx.doi.org/10.1089/ars.2010.3564
https://dx.doi.org/10.1089/ars.2010.3564
https://dx.doi.org/10.1089/ars.2010.3564
https://dx.doi.org/10.1016/j.str.2012.01.004
https://dx.doi.org/10.1016/j.str.2012.01.004
https://dx.doi.org/10.1016/j.jmb.2013.09.002
https://dx.doi.org/10.1016/j.jmb.2013.09.002
https://dx.doi.org/10.1016/j.str.2015.03.019
https://dx.doi.org/10.1016/j.str.2015.03.019
https://dx.doi.org/10.1016/j.str.2016.04.013
https://dx.doi.org/10.1016/j.str.2016.04.013
https://dx.doi.org/10.1016/j.str.2016.04.013
https://dx.doi.org/10.1016/S0167-4838(01)00184-4
https://dx.doi.org/10.1016/S0167-4838(01)00184-4
https://dx.doi.org/10.1016/j.febslet.2005.12.030
https://dx.doi.org/10.1016/j.febslet.2005.12.030
https://dx.doi.org/10.1016/j.febslet.2005.12.030
https://dx.doi.org/10.1074/jbc.M804087200
https://dx.doi.org/10.1074/jbc.M804087200
https://dx.doi.org/10.1016/j.redox.2015.08.011
https://dx.doi.org/10.1016/j.redox.2015.08.011
https://dx.doi.org/10.1016/j.redox.2015.08.011
https://dx.doi.org/10.1007/s10059-010-0023-1
https://dx.doi.org/10.1007/s10059-010-0023-1
https://dx.doi.org/10.1039/c4nr01526f
https://dx.doi.org/10.1039/c4nr01526f
https://dx.doi.org/10.1111/j.1742-4658.2009.06984.x
https://dx.doi.org/10.1111/j.1742-4658.2009.06984.x
https://dx.doi.org/10.1038/nmat775
https://dx.doi.org/10.1038/nmat775
https://dx.doi.org/10.1021/ja4060146
https://dx.doi.org/10.1021/ja4060146
https://dx.doi.org/10.1016/S0968-0004(02)00003-8
https://dx.doi.org/10.1016/j.febslet.2009.05.029
https://dx.doi.org/10.1016/j.febslet.2009.05.029
https://dx.doi.org/10.1016/j.febslet.2009.05.029
https://dx.doi.org/10.1002/prot.22936
https://dx.doi.org/10.1002/prot.22936
https://dx.doi.org/10.1002/prot.22936
https://dx.doi.org/10.1016/j.str.2005.07.021
https://dx.doi.org/10.1002/pro.634
https://dx.doi.org/10.1002/pro.634
https://dx.doi.org/10.1371/journal.pmed.0040206
https://dx.doi.org/10.1371/journal.pmed.0040206
https://dx.doi.org/10.1371/journal.pmed.0040206
https://dx.doi.org/10.1021/acschembio.8b00349
https://dx.doi.org/10.1021/acschembio.8b00349
https://dx.doi.org/10.1016/j.freeradbiomed.2019.12.019
https://dx.doi.org/10.1016/j.freeradbiomed.2019.12.019
https://dx.doi.org/10.1021/acsinfecdis.9b00354
https://dx.doi.org/10.1021/acsinfecdis.9b00354
https://dx.doi.org/10.1021/acsinfecdis.9b00354
https://dx.doi.org/10.1038/nm1737
https://dx.doi.org/10.1038/nm1737
https://dx.doi.org/10.1016/j.molbiopara.2016.03.005
https://dx.doi.org/10.1016/j.molbiopara.2016.03.005
https://dx.doi.org/10.1016/j.molbiopara.2016.03.005
https://dx.doi.org/10.1016/j.freeradbiomed.2008.05.004
https://dx.doi.org/10.1016/j.freeradbiomed.2008.05.004
https://dx.doi.org/10.1074/jbc.M303862200
https://dx.doi.org/10.1074/jbc.M303862200
https://dx.doi.org/10.1074/jbc.M303862200
https://dx.doi.org/10.1038/335740a0
https://dx.doi.org/10.1038/335740a0
https://dx.doi.org/10.1038/335740a0
pubs.acs.org/bc?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00621?ref=pdf

Bioconjugate Chemistry

pubs.acs.org/bc

(64) Hall, A,, Parsonage, D., Poole, L. B, and Karplus, P. A. (2010)
Structural evidence that peroxiredoxin catalytic power is based on
transition-state stabilization. J. Mol. Biol. 402, 194—209.

(65) Schroder, E., Littlechild, J. A., Lebedev, A. A,, Errington, N.,
Vagin, A. A, and Isupov, M. N. (2000) Crystal structure of decameric
2-Cys peroxiredoxin from human erythrocytes at 1.7 A resolution.
Structure 8, 605—15.

(66) Phalen, T. J., Weirather, K., Deming, P. B., Anathy, V., Howe,
A. K, van der Vliet, A, Jonsson, T. J,, Poole, L. B., and Heintz, N. H.
(2006) Oxidation state governs structural transitions in peroxiredoxin
II that correlate with cell cycle arrest and recovery. J. Cell Biol. 175,
779-789.

(67) Jang, H. H,, Lee, K. O., Chi, Y. H,, Jung, B. G,, Park, S. K., Park,
J. H, Lee, J. R, Lee, S. S., Moon, J. C., Yun, J. W,, et al. (2004) Two
enzymes in one: two yeast peroxiredoxins display oxidative stress-
dependent switching from a peroxidase to a molecular chaperone
function. Cell 117, 625—635.

(68) Sun, M., Peng, D., Hao, H,, Huy, J., Wang, D., Wang, K,, Liu, J.,
Guo, X, Wei, Y., and Gao, W. (2017) Thermally Triggered in Situ
Assembly of Gold Nanoparticles for Cancer Multimodal Imaging and
Photothermal Therapy. ACS Appl. Mater. Interfaces 9, 10453—10460.

(69) Cao, Z., McGow, D. P., Shepherd, C., and Lindsay, J. G. (2015)
Improved Catenated Structures of Bovine Peroxiredoxin III F190L
Reveal Details of Ring-Ring Interactions and a Novel Conformational
State. PLoS One 10, e0123303.

(70) Yewdall, N. A,, Allison, T. M., Pearce, F. G., Robinson, C. V.,
and Gerrard, J. A. (2018) Self-assembly of toroidal proteins explored
using native mass spectrometry. Chem. Sci. 9, 6099—6106.

(71) Plaxco, K. W.,, and Gross, M. (2009) Protein Complexes: The
Evolution of Symmetry. Curr. Biol. 19, R25—R26.

(72) Heddle, J. G., Fujiwara, I, Yamadaki, H., Yoshii, S., Nishio, K.,
Addy, C., Yamashita, I, and Tame, J. R. H. (2007) Using the Ring-
Shaped Protein TRAP to Capture and Confine Gold Nanodots on a
Surface. Small 3, 1950—1956.

(73) Schreiber, A., Huber, M. C., Célfen, H., and Schiller, S. M.
(2015) Molecular protein adaptor with genetically encoded
interaction sites guiding the hierarchical assembly of plasmonically
active nanoparticle architectures. Nat. Commun. 6, 6708.

(74) Behrens, S., Heyman, A, Maul, R, Essig, S., Steigerwald, S.,
Quintilla, A., Wenzel, W,, Biirck, J., Dgany, O., and Shoseyov, O.
(2009) Constrained Synthesis and Organization of Catalytically
Active Metal Nanoparticles by Self-Assembled Protein Templates.
Adv. Mater. 21, 3515—3519.

(75) Domigan, L. J.,, Ashmead, H., Dimartino, S., Malmstrom, J.,
Pearce, G., Blunt, M., Williams, D. E., and Gerrard, J. A. (2017)
Formation of supramolecular protein structures on gold surfaces.
Biointerphases 12, 04E40S.

(76) Medalsy, I, Dgany, O., Sowwan, M., Cohen, H., Yukashevska,
A, Wolf, S. G.,, Wolf, A, Koster, A, Almog, O., Marton, I, et al.
(2008) SP1 Protein-Based Nanostructures and Arrays. Nano Lett. 8,
473—477.

(77) Ardini, M., Golia, G., Passaretti, P., Cimini, A., Pitari, G.,
Giansanti, F., Di Leandro, L., Ottaviano, L., Perrozzi, F., Santucci, S.,
et al. (2016) Supramolecular self-assembly of graphene oxide and
metal nanoparticles into stacked multilayers by means of a
multitasking protein ring. Nanoscale 8, 6739—6753.

(78) Qiu, W, Dong, A, Pizarro, J. C., Botchkarsev, A.,, Min, J,,
Wernimont, A. K., Hills, T., Hui, R,, and Artz, J. D. (2012) Crystal
structures from the Plasmodium peroxiredoxins: new insights into
oligomerization and product binding. BMC Struct. Biol. 12, 2.

(79) Gretes, M. C., and Karplus, P. A. (2013) Observed octameric
assembly of a Plasmodium yoelii peroxiredoxin can be explained by the
replacement of native “ball-and-socket” interacting residues by an
affinity tag. Protein Sci. 22, 1445—1452.

(80) Conroy, F., Rossi, T., Ashmead, H., Crowther, J. M., Mitra, A.
K, and Gerrard, J. A. (2019) Engineering peroxiredoxin 3 to facilitate
control over self-assembly. Biochem. Biophys. Res. Commun. 512, 263—
268.

60

(81) Betts, M., and Russell, R. (2007) Amino-acid properties and
consequences of substitutions. Bioinformatics for Geneticists: A
Bioinformatics Primer for the Analysis of Genetic Data (Barnes, M. R,
Ed.) pp 311-342, Vol. 3, John Wiley & Sons. DOI: 10.1002/
9780470059180.

(82) Himiyama, T., Tsuchiya, Y., Yonezawa, Y., and Nakamura, T.
(2020) Rebuilding Ring-Type Assembly of Peroxiredoxin by
Chemical Modification. Bioconjugate Chem., DOI: 10.1021/acs.bio-
conjchem.0c00587.

(83) Knecht, S., Ricklin, D., Eberle, A. N, and Ernst, B. (2009)
Oligohis-tags: mechanisms of binding to Ni**-NTA surfaces. J. Mol.
Recognit. 22, 270—279.

(84) Ardini, M., Huang, J. A., Caprettini, V., De Angelis, F., Fata, F.,
Silvestri, I, Cimini, A., Giansanti, F., Angelucci, F., and Ippoliti, R.
(2020) A ring-shaped protein clusters gold nanoparticles acting as
molecular scaffold for plasmonic surfaces. Biochim. Biophys. Acta, Gen.
Subj. 1864, 129617.

(85) Pasquo, A., Consalvi, V., Knapp, S., Alfano, I, Ardini, M.,
Stefanini, S., and Chiaraluce, R. (2012) Structural Stability of Human
Protein Tyrosine Phosphatase p Catalytic Domain: Effect of Point
Mutations. PLoS One 7, e3255S.

(86) Liu, Y., Goebl, J., and Yin, Y. (2013) Templated synthesis of
nanostructured materials. Chem. Soc. Rev. 42, 2610—2653.

(87) Krajina, B. A, Proctor, A. C., Schoen, A. P., Spakowitz, A. J.,
and Heilshorn, S. C. (2018) Biotemplated synthesis of inorganic
materials: An emerging paradigm for nanomaterial synthesis inspired
by nature. Prog. Mater. Sci. 91, 1-23.

(88) Sun, H., Luo, Q., Hou, C., and Liu, J. (2017) Nanostructures
based on protein self-assembly: From hierarchical construction to
bioinspired materials. Nano Today 14, 16—41.

(89) Valéry, C., Pandey, R, and Gerrard, J. A. (2013) Protein j-
interfaces as a generic source of native peptide tectons. Chem.
Commun. 49, 2825-2827.

(90) Eakins, G. L., Pandey, R., Wojciechowski, J. P., Zheng, H. Y.,
Webb, J. E. A, Valéry, C., Thordarson, P., Plank, N. O. V., Gerrard, J.
A., and Hodgkiss, J. M. (2015) Functional Organic Semiconductors
Assembled via Natural Aggregating Peptides. Adv. Funct. Mater. 25,
5640—5649.

(91) Ippoliti, R., Ardini, M., Di Leandro, L., Giansanti, F., Cimini, A.,
Ottaviano, L., Morandi, V., Ortolani, L., and Angelucci, F. (2017)
Protein-Based Nanostructures and Their Self-assembly with Graphene
Oxide. GraphITA. Carbon Nanostructures (Morandi, V., and
Ottaviano, L., Eds) pp 197—210, Springer, Cham. DOI: 10.1007/
978-3-319-58134-7_18.

(92) Giovannini, G., Ardini, M., Maccaferri, N., Zambrana-Puyalto,
X., Panella, G, Angelucci, F., Ippoliti, R., Garoli, D., and De Angelis,
F. (2020) Bio-Assisted Tailored Synthesis of Plasmonic Silver
Nanorings and Site-Selective Deposition on Graphene Arrays. Adv.
Opt. Mater. 8, 1901583.

(93) Catanesi, M., Panella, G., Benedetti, E., Fioravanti, G., Perrozzi,
F., Ottaviano, L., Di Leandro, L., Ardini, M., Giansanti, F., d’Angelo,
M, et al. (2018) YAP/TAZ mechano-transduction as the underlying
mechanism of neuronal differentiation induced by reduced graphene
oxide. Nanomedicine (London, U. K.) 13, 3091—3106.

(94) Manuguri, S., Webster, K., Yewdall, N. A, An, Y., Venugopal,
H., Bhugra, V., Turner, A., Domigan, L. J., Gerrard, J. A., Williams, D.
E., et al. (2018) Assembly of Protein Stacks With in Situ Synthesized
Nanoparticle Cargo. Nano Lett. 18, 5138—514S.

(95) Cimini, A., Ardini, M., Gentile, R., Giansanti, F., Benedetti, E.,
Cristiano, L., Fidoamore, A., Scotti, S., Panella, G., Angelucci, F., et al.
(2017) A peroxiredoxin-based proteinaceous scaffold for the growth
and differentiation of neuronal cells and tumour stem cells in the
absence of prodifferentiation agents. J. Tissue Eng. Regener. Med. 11,
2462-2470.

(96) Nivedhini Iswarya, C., Kiruba Daniel, S.C.G., and Sivakumar,
M. (2017) Studies on l-histidine capped Ag and Au nanoparticles for
dopamine detection. Mater. Sci. Eng, C 75, 393—401.

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
Bioconjugate Chem. 2021, 32, 43—62


https://dx.doi.org/10.1016/j.jmb.2010.07.022
https://dx.doi.org/10.1016/j.jmb.2010.07.022
https://dx.doi.org/10.1016/S0969-2126(00)00147-7
https://dx.doi.org/10.1016/S0969-2126(00)00147-7
https://dx.doi.org/10.1083/jcb.200606005
https://dx.doi.org/10.1083/jcb.200606005
https://dx.doi.org/10.1016/j.cell.2004.05.002
https://dx.doi.org/10.1016/j.cell.2004.05.002
https://dx.doi.org/10.1016/j.cell.2004.05.002
https://dx.doi.org/10.1016/j.cell.2004.05.002
https://dx.doi.org/10.1021/acsami.6b16408
https://dx.doi.org/10.1021/acsami.6b16408
https://dx.doi.org/10.1021/acsami.6b16408
https://dx.doi.org/10.1371/journal.pone.0123303
https://dx.doi.org/10.1371/journal.pone.0123303
https://dx.doi.org/10.1371/journal.pone.0123303
https://dx.doi.org/10.1039/C8SC01379A
https://dx.doi.org/10.1039/C8SC01379A
https://dx.doi.org/10.1016/j.cub.2008.11.004
https://dx.doi.org/10.1016/j.cub.2008.11.004
https://dx.doi.org/10.1002/smll.200700400
https://dx.doi.org/10.1002/smll.200700400
https://dx.doi.org/10.1002/smll.200700400
https://dx.doi.org/10.1038/ncomms7705
https://dx.doi.org/10.1038/ncomms7705
https://dx.doi.org/10.1038/ncomms7705
https://dx.doi.org/10.1002/adma.200900487
https://dx.doi.org/10.1002/adma.200900487
https://dx.doi.org/10.1116/1.4986053
https://dx.doi.org/10.1021/nl072455t
https://dx.doi.org/10.1039/C5NR08632A
https://dx.doi.org/10.1039/C5NR08632A
https://dx.doi.org/10.1039/C5NR08632A
https://dx.doi.org/10.1186/1472-6807-12-2
https://dx.doi.org/10.1186/1472-6807-12-2
https://dx.doi.org/10.1186/1472-6807-12-2
https://dx.doi.org/10.1002/pro.2328
https://dx.doi.org/10.1002/pro.2328
https://dx.doi.org/10.1002/pro.2328
https://dx.doi.org/10.1002/pro.2328
https://dx.doi.org/10.1016/j.bbrc.2019.03.032
https://dx.doi.org/10.1016/j.bbrc.2019.03.032
https://dx.doi.org/10.1002/9780470059180
https://dx.doi.org/10.1002/9780470059180
https://dx.doi.org/10.1002/9780470059180?ref=pdf
https://dx.doi.org/10.1002/9780470059180?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00587
https://dx.doi.org/10.1021/acs.bioconjchem.0c00587
https://dx.doi.org/10.1021/acs.bioconjchem.0c00587?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00587?ref=pdf
https://dx.doi.org/10.1002/jmr.941
https://dx.doi.org/10.1016/j.bbagen.2020.129617
https://dx.doi.org/10.1016/j.bbagen.2020.129617
https://dx.doi.org/10.1371/journal.pone.0032555
https://dx.doi.org/10.1371/journal.pone.0032555
https://dx.doi.org/10.1371/journal.pone.0032555
https://dx.doi.org/10.1039/C2CS35369E
https://dx.doi.org/10.1039/C2CS35369E
https://dx.doi.org/10.1016/j.pmatsci.2017.08.001
https://dx.doi.org/10.1016/j.pmatsci.2017.08.001
https://dx.doi.org/10.1016/j.pmatsci.2017.08.001
https://dx.doi.org/10.1016/j.nantod.2017.04.006
https://dx.doi.org/10.1016/j.nantod.2017.04.006
https://dx.doi.org/10.1016/j.nantod.2017.04.006
https://dx.doi.org/10.1039/c3cc39052g
https://dx.doi.org/10.1039/c3cc39052g
https://dx.doi.org/10.1002/adfm.201502255
https://dx.doi.org/10.1002/adfm.201502255
https://dx.doi.org/10.1007/978-3-319-58134-7_15
https://dx.doi.org/10.1007/978-3-319-58134-7_15
https://dx.doi.org/10.1007/978-3-319-58134-7_15?ref=pdf
https://dx.doi.org/10.1007/978-3-319-58134-7_15?ref=pdf
https://dx.doi.org/10.1002/adom.201901583
https://dx.doi.org/10.1002/adom.201901583
https://dx.doi.org/10.2217/nnm-2018-0269
https://dx.doi.org/10.2217/nnm-2018-0269
https://dx.doi.org/10.2217/nnm-2018-0269
https://dx.doi.org/10.1021/acs.nanolett.8b02055
https://dx.doi.org/10.1021/acs.nanolett.8b02055
https://dx.doi.org/10.1002/term.2144
https://dx.doi.org/10.1002/term.2144
https://dx.doi.org/10.1002/term.2144
https://dx.doi.org/10.1016/j.msec.2016.11.102
https://dx.doi.org/10.1016/j.msec.2016.11.102
pubs.acs.org/bc?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00621?ref=pdf

Bioconjugate Chemistry

pubs.acs.org/bc

(97) Barranco-Medina, S., and Dietz, K. J. (2009) Thermodynamics
of 2-Cys peroxiredoxin assembly determined by isothermal titration
calorimetry. Methods Enzymol. 466, 409—430.

(98) Spicer, C. D., Jumeaux, C., Gupta, B., and Stevens, M. M.
(2018) Peptide and protein nanoparticle conjugates: versatile
platforms for biomedical applications. Chem. Soc. Rev. 47, 3574—3620.

(99) Zhang, L., Chen, G., Nejib Hedhili, M., Zhang, H., and Wang,
P. (2012) Three-dimensional assemblies of graphene prepared by a
novel chemical reduction-induced self-assembly method. Nanoscale 4,
7038—7045.

(100) Garoli, D., Mosconi, D., Miele, E., Maccaferri, N., Ardini, M.,
Giovannini, G., Dipalo, M., Agnoli, S., and De Angelis, F. (2018)
Hybrid plasmonic nanostructures based on controlled integration of
MoS, flakes on metallic nanoholes. Nanoscale 10, 17105—17111.

(101) Lee, V. W.-M, Li, H., Lau, T.-C., Guevremont, R., and Siu, K.
W. M. (1998) Relative silver(I) ion binding energies of a-amino
acids: a determination by means of the kinetic method. J. Am. Soc.
Mass Spectrom. 9, 760—766.

(102) Wu, Y., Zhy, J., and Huang, L. (2019) A review of three-
dimensional graphene-based materials: Synthesis and applications to
energy conversion/storage and environment. Carbon 143, 610—640.

(103) Garoli, D., Yamazaki, H., Maccaferri, N., and Wanunu, M.
(2019) Plasmonic Nanopores for Single-Molecule Detection and
Manipulation: Toward Sequencing Applications. Nano Lett. 19,
7553—-7562.

(104) Spitaleri, A., Garoli, D., Schiitte, M., Lehrach, H., Rocchia, W.,
and De Angelis, F. (2021) Adaptive nanopores: A bioinspired label-
free approach for protein sequencing and identification. Nano Res. 14,
328-333.

(105) Liu, G. Y., and Amro, N. A. (2002) Positioning protein
molecules on surfaces: A nanoengineering approach to supra-
molecular chemistry. Proc. Natl. Acad. Sci. U. S. A. 99, 5165—5170.

(106) Ardini, M., Huang, J. A, Sanchez, C. S, Ponzellini, P.,
Maccaferri, N., Jacassi, A., Cattarin, S., Calandrini, E., and Garoli, D.
(2017) Nanoporous gold decorated with silver nanoparticles as large
area efficient SERS substrate. Plasmonics: Design, Materials,
Fabrication, Characterization, and Applications XV, 14.

(107) Ardini, M., Huang, J. A, Sanchez, C. S., Mousavi, M. Z,,
Caprettini, V., Maccaferri, N., Melle, G., Bruno, G., Pasquale, L.,
Garoli, D,, et al. (2018) Live Intracellular Biorthogonal Imaging by
Surface Enhanced Raman Spectroscopy using Alkyne-Silver Nano-
particles Clusters. Sci. Rep. 8, 12652.

(108) Kitching, H., Shiers, M. J.,, Kenyon, A. J., and Parkin, L P.
(2013) Self-assembly of metallic nanoparticles into one dimensional
arrays. J. Mater. Chem. A 1, 6985—6999.

(109) Huang, J. A., Caprettini, V., Zhao, Y., Melle, G., Maccaferri,
N., Deleye, L., Zambrana-Puyalto, X., Ardini, M., Tantussi, F., Dipalo,
M, et al. (2019) On-demand intracellular delivery of single particles
in single cells by 3D hollow nanoelectrodes. Nano Lett. 19, 722—731.

(110) Solis More, Y., Panella, G., Fioravanti, G. Perrozzi, F.,
Passacantando, M., Giansanti, F., Ardini, M., Ottaviano, L., Cimini, A.,
Peniche, C., et al. (2018) Biocompatibility of composites based on
chitosan, apatite, and graphene oxide for tissue applications. J. Biomed.
Mater. Res., Part A 106, 1585—1594.

(111) Dupont, S., Morsut, L., Aragona, M., Enzo, E., Giulitti, S.,
Cordenonsi, M., Zanconato, F., Le Digabel, J., Forcato, M., Bicciato,
S., et al. (2011) Role of YAP/TAZ in mechanotransduction. Nature
474, 179—183.

(112) Kenry, L. W. C,, Loh, K. P, and Lim, C. T. (2018) When stem
cells meet graphene: Opportunities and challenges in regenerative
medicine. Biomaterials 155, 236—250.

(113) Akhavan, O. (2016) Graphene scaffolds in progressive
nanotechnology/stem cell-based tissue engineering of the nervous
system. J. Mater. Chem. B 4, 3169—3190.

(114) Kumara, M. T., Srividya, N., Muralidharan, S., and Tripp, B.
C. (2006) Bioengineered Flagella Protein Nanotubes with Cysteine
Loops: Self-Assembly and Manipulation in an Optical Trap. Nano
Lett. 6, 2121—2129.

61

(115) Petrov, A, and Audette, G. F. (2012) Peptide and protein-
based nanotubes for nanobiotechnology. Wiley Interdiscip. Rev.:
Nanomed. Nanobiotechnol. 4, 575—588.

(116) Katouzian, L, and Jafari, S. M. (2019) Protein nanotubes as
state-of-the-art nanocarriers: Synthesis methods, simulation and
applications. J. Controlled Release 303, 302—318.

(117) Patolsky, F., Weizmann, Y., and Willner, 1. (2004) Actin-based
metallic nanowires as bio-nanotransporters. Nat. Mater. 3, 692—695.

(118) Lee, K. R,, Kang, E. S, Kim, Y. T., Kim, N. H., Youn, D., Kim,
Y. D,, Lee, J., and Kim, Y. H. (2017) Enhancement of catalytic activity
of a programmed gold nanoparticle superstructure modulated by
supramolecular protein assembly. Catal. Today 295, 95—101.

(119) Loo, Y., Goktas, M., Tekinay, A. B., Guler, M. O., Hauser, C.
A. E.,, and Mitraki, A. (2015) Self-Assembled Proteins and Peptides as
Scaffolds for Tissue Regeneration. Adv. Healthcare Mater. 4, 2557—
2586.

(120) Research and Markets, Global Nanotechnology Market (by
Component and Applications), Funding & Investment, Patent
Analysis and 27 Companies Profile & Recent Developments -
Forecast to 2024, report n. 4520812, April 2018 https://www.
researchandmarkets.com/reports/4520812/.

(121) Falvo, E., Tremante, E., Arcovito, A., Papi, M., Elad, N., Boffi,
A., Morea, V., Conti, G., Toffoli, G., Fracasso, G., et al. (2016)
Improved Doxorubicin Encapsulation and Pharmacokinetics of
Ferritin—Fusion Protein Nanocarriers Bearing Proline, Serine, and
Alanine Elements. Biomacromolecules 17, 514—522.

(122) Fantechi, E., Innocenti, C., Zanardelli M., Fittipaldi, M.,
Falvo, E., Carbo, M., Shullani, V., Di Cesare Mannelli, L., Ghelardini,
C., Ferretti, A. M,, et al. (2014) A Smart Platform for Hyperthermia
Application in Cancer Treatment: Cobalt-Doped Ferrite Nano-
particles Mineralized in Human Ferritin Cages. ACS Nano 8, 4705—
4719.

(123) Liu, A, Verwegen, M., de Ruiter, M. V., Maassen, S. ],
Traulsen, C. H.-H., and Cornelissen, J. J. L. M. (2016) Protein Cages
as Containers for Gold Nanoparticles. J. Phys. Chem. B 120, 6352—
6357.

(124) Malay, D., Heddle, J. G., Tomita, S., Iwasaki, K., Miyazaki, N.,
Sumitomo, K., Yanagi, H., Yamashita, I, and Uraoka, Y. (2012) Gold
Nanoparticle-Induced Formation of Artificial Protein Capsids. Nano
Lett. 12, 2056—2059.

(125) Nagano, S., Banwell, E. F., Iwasaki, K., Michalak, M., Palka, R,,
Zhang, K. Y. J, Voet, A. R D, and Heddle, J. G. (2016)
Understanding the Assembly of an Artificial Protein Nanotube. Adv.
Mater. Interfaces 3, 1600846.

(126) Miranda, F. F. Iwasaki, K, Akashi, S, Sumitomo, K,
Kobayashi, M., Yamashita, I, Tame, J. R. H., and Heddle, J. G. (2009)
A Self-Assembled Protein Nanotube with High Aspect Ratio. Small S,
2077-2084.

(127) Medalsy, L, Klein, M., Heyman, A., Shoseyov, O., Remacle, F.,
Levine, R. D., and Porath, D. (2010) Logic implementations using a
single nanoparticle-protein hybrid. Nat. Nanotechnol. S, 451—457.

(128) Heyman, A., Levy, 1, Altman, A, and Shoseyov, O. (2007)
SP1 as a Novel Scaffold Building Block for Self-Assembly Nano-
fabrication of Submicron Enzymatic Structures. Nano Lett. 7, 1575—
1579.

(129) Miao, L., Han, J., Zhang, H., Zhao, L., Si, C., Zhang, X, Hou,
C., Luo, Q, Xu, J,, and Liu, J. (2014) Quantum-Dot-Induced Self-
Assembly of Cricoid Protein for Light Harvesting. ACS Nano 8,
3743—-37S1.

(130) Albrecht, A., Koplovitz, G., Retzker, A., Jelezko, F., Yochelis,
S., Porath, D., Nevo, Y., Shoseyov, O., Paltiel, Y., and Plenio, M. B.
(2014) Self-assembling hybrid diamond—biological quantum devices.
New J. Phys. 16, 093002.

(131) Sun, H.,, Zhang, X, Miao, L., Zhao, L., Luo, Q., Xu, J., and Liu,
J. (2016) Micelle-Induced Self-Assembling Protein Nanowires:
Versatile Supramolecular Scaffolds for Designing the Light-Harvesting
System. ACS Nano 10, 421—428.

(132) Schreiber, A., Zaitseva, E., Thomann, Y., Thomann, R,
Dengjel, J, Hanselmann, R, and Schiller, S. M. (2011) Protein

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
Bioconjugate Chem. 2021, 32, 43—62


https://dx.doi.org/10.1016/S0076-6879(09)66017-1
https://dx.doi.org/10.1016/S0076-6879(09)66017-1
https://dx.doi.org/10.1016/S0076-6879(09)66017-1
https://dx.doi.org/10.1039/C7CS00877E
https://dx.doi.org/10.1039/C7CS00877E
https://dx.doi.org/10.1039/c2nr32157b
https://dx.doi.org/10.1039/c2nr32157b
https://dx.doi.org/10.1039/C8NR05026K
https://dx.doi.org/10.1039/C8NR05026K
https://dx.doi.org/10.1016/S1044-0305(98)00051-8
https://dx.doi.org/10.1016/S1044-0305(98)00051-8
https://dx.doi.org/10.1016/j.carbon.2018.11.053
https://dx.doi.org/10.1016/j.carbon.2018.11.053
https://dx.doi.org/10.1016/j.carbon.2018.11.053
https://dx.doi.org/10.1021/acs.nanolett.9b02759
https://dx.doi.org/10.1021/acs.nanolett.9b02759
https://dx.doi.org/10.1007/s12274-020-3095-z
https://dx.doi.org/10.1007/s12274-020-3095-z
https://dx.doi.org/10.1073/pnas.072695699
https://dx.doi.org/10.1073/pnas.072695699
https://dx.doi.org/10.1073/pnas.072695699
https://dx.doi.org/10.1117/12.2273947
https://dx.doi.org/10.1117/12.2273947
https://dx.doi.org/10.1038/s41598-018-31165-3
https://dx.doi.org/10.1038/s41598-018-31165-3
https://dx.doi.org/10.1038/s41598-018-31165-3
https://dx.doi.org/10.1039/c3ta00089c
https://dx.doi.org/10.1039/c3ta00089c
https://dx.doi.org/10.1021/acs.nanolett.8b03764
https://dx.doi.org/10.1021/acs.nanolett.8b03764
https://dx.doi.org/10.1002/jbm.a.36361
https://dx.doi.org/10.1002/jbm.a.36361
https://dx.doi.org/10.1038/nature10137
https://dx.doi.org/10.1016/j.biomaterials.2017.10.004
https://dx.doi.org/10.1016/j.biomaterials.2017.10.004
https://dx.doi.org/10.1016/j.biomaterials.2017.10.004
https://dx.doi.org/10.1039/C6TB00152A
https://dx.doi.org/10.1039/C6TB00152A
https://dx.doi.org/10.1039/C6TB00152A
https://dx.doi.org/10.1021/nl060598u
https://dx.doi.org/10.1021/nl060598u
https://dx.doi.org/10.1002/wnan.1180
https://dx.doi.org/10.1002/wnan.1180
https://dx.doi.org/10.1016/j.jconrel.2019.04.026
https://dx.doi.org/10.1016/j.jconrel.2019.04.026
https://dx.doi.org/10.1016/j.jconrel.2019.04.026
https://dx.doi.org/10.1038/nmat1205
https://dx.doi.org/10.1038/nmat1205
https://dx.doi.org/10.1016/j.cattod.2017.06.008
https://dx.doi.org/10.1016/j.cattod.2017.06.008
https://dx.doi.org/10.1016/j.cattod.2017.06.008
https://dx.doi.org/10.1002/adhm.201500402
https://dx.doi.org/10.1002/adhm.201500402
https://www.researchandmarkets.com/reports/4520812/
https://www.researchandmarkets.com/reports/4520812/
https://dx.doi.org/10.1021/acs.biomac.5b01446
https://dx.doi.org/10.1021/acs.biomac.5b01446
https://dx.doi.org/10.1021/acs.biomac.5b01446
https://dx.doi.org/10.1021/nn500454n
https://dx.doi.org/10.1021/nn500454n
https://dx.doi.org/10.1021/nn500454n
https://dx.doi.org/10.1021/acs.jpcb.6b03066
https://dx.doi.org/10.1021/acs.jpcb.6b03066
https://dx.doi.org/10.1021/nl3002155
https://dx.doi.org/10.1021/nl3002155
https://dx.doi.org/10.1002/admi.201600846
https://dx.doi.org/10.1002/smll.200900667
https://dx.doi.org/10.1038/nnano.2010.62
https://dx.doi.org/10.1038/nnano.2010.62
https://dx.doi.org/10.1021/nl070450q
https://dx.doi.org/10.1021/nl070450q
https://dx.doi.org/10.1021/nn500414u
https://dx.doi.org/10.1021/nn500414u
https://dx.doi.org/10.1088/1367-2630/16/9/093002
https://dx.doi.org/10.1021/acsnano.5b05213
https://dx.doi.org/10.1021/acsnano.5b05213
https://dx.doi.org/10.1021/acsnano.5b05213
https://dx.doi.org/10.1039/c0sm01258k
pubs.acs.org/bc?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00621?ref=pdf

Bioconjugate Chemistry

pubs.acs.org/bc

yoctowell nanoarchitectures: assembly of donut shaped protein
containers and nanofibers. Soft Matter 7, 2875—2878.

(133) Ballister, E. R, Lai, A. H., Zuckermann, R. N., Cheng, Y., and
Mougous, J. D. (2008) In vitro self-assembly of tailorable nanotubes
from a simple protein building block. Proc. Natl. Acad. Sci. U. S. A.
10S, 3733—3738.

(134) Schreiber, A., Yuan, Y., Huber, M. C., Thomann, R, Ziegler,
A, Célfen, H., Dengjel, J., Kriiger, M., and Schiller, S. M. (2012)
From Bioconjugation to Self-Assembly in Nanobiotechnology:
Quantum Dots Trapped and Stabilized by Toroid Protein Yoctowells.
Adv. Eng. Mater. 14, B344—B350.

(135) Pham, T. A., Schreiber, A, Sturm, E. V., Schiller, S., and
Célfen, H. (2016) Hemolysin coregulated protein 1 as a molecular
gluing unit for the assembly of nanoparticle hybrid structures. Beilstein
J. Nanotechnol. 7, 351—363.

(136) Hervé, P. L., Raliou, M., Bourdieu, C., Dubuquoy, C., Petit-
Camurdan, A, Bertho, N., Eléouét, J. F., Chevalier, C., and Riffault, S.
(2014) A Novel Subnucleocapsid Nanoplatform for Mucosal
Vaccination against Influenza Virus That Targets the Ectodomain of
Matrix Protein 2. J. Virol. 88, 325—338.

(137) Herve, P.-L., Deloizy, C., Descamps, D., Rameix-Welti, M.-A.,
Fix, J.,, McLellan, J. S., Eleouet, J.-F., and Riffault, S. (2017) RSV N-
nanorings fused to palivizumab-targeted neutralizing epitope as a
nanoparticle RSV vaccine. Nanomedicine 13, 411—420.

(138) McMillan, R. A, Howard, J., Zaluzec, N. J,, Kagawa, H. K.,
Mogul, R, Li, Y. F,, Paavola, C. D., and Trent, J. D. (2005) A Self-
Assembling Protein Template for Constrained Synthesis and
Patterning of Nanoparticle Arrays. J. Am. Chem. Soc. 127, 2800—2801.

(139) Hughes, R. A, Menumerov, E., and Neretina, S. (2017) When
lithography meets self-assembly: a review of recent advances in the
directed assembly of complex metal nanostructures on planar and
textured surfaces. Nanotechnology 28, 282002.

(140) Liddle, J. A., and Gallatin, G. M. (2016) Nanomanufacturing:
A Perspective. ACS Nano 10, 2995—3014.

62

https://dx.doi.org/10.1021/acs.bioconjchem.0c00621
Bioconjugate Chem. 2021, 32, 43—62


https://dx.doi.org/10.1039/c0sm01258k
https://dx.doi.org/10.1039/c0sm01258k
https://dx.doi.org/10.1073/pnas.0712247105
https://dx.doi.org/10.1073/pnas.0712247105
https://dx.doi.org/10.1002/adem.201180083
https://dx.doi.org/10.1002/adem.201180083
https://dx.doi.org/10.3762/bjnano.7.32
https://dx.doi.org/10.3762/bjnano.7.32
https://dx.doi.org/10.1128/JVI.01141-13
https://dx.doi.org/10.1128/JVI.01141-13
https://dx.doi.org/10.1128/JVI.01141-13
https://dx.doi.org/10.1016/j.nano.2016.08.006
https://dx.doi.org/10.1016/j.nano.2016.08.006
https://dx.doi.org/10.1016/j.nano.2016.08.006
https://dx.doi.org/10.1021/ja043827s
https://dx.doi.org/10.1021/ja043827s
https://dx.doi.org/10.1021/ja043827s
https://dx.doi.org/10.1088/1361-6528/aa77ce
https://dx.doi.org/10.1088/1361-6528/aa77ce
https://dx.doi.org/10.1088/1361-6528/aa77ce
https://dx.doi.org/10.1088/1361-6528/aa77ce
https://dx.doi.org/10.1021/acsnano.5b03299
https://dx.doi.org/10.1021/acsnano.5b03299
pubs.acs.org/bc?ref=pdf
https://dx.doi.org/10.1021/acs.bioconjchem.0c00621?ref=pdf

