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Abstract: Chronic inflammation in Alzheimer’s disease (AD) has been recently identified as a major
contributor to disease pathogenesis. Once activated, microglial cells, which are brain-resident immune
cells, exert several key actions, including phagocytosis, chemotaxis, and the release of pro- or antiinflammatory mediators, which could have opposite effects on brain homeostasis, depending on the
stage of disease and the particular phenotype of microglial cells. The endocannabinoids (eCBs) are
pleiotropic bioactive lipids increasingly recognized for their essential roles in regulating microglial
activity both under normal and AD-driven pathological conditions. Here, we review the current
literature regarding the involvement of this signalling system in modulating microglial phenotypes
and activity in the context of homeostasis and AD-related neurodegeneration.
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1. Introduction
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Compelling genetic and pathological evidence strongly supports the “amyloid cascade
hypothesis” of AD, which states that beta-amyloid (Aβ), and in particular the least soluble
42-amino-acid-long Aβ isoform, is the causative agent in the pathogenesis of all forms of
AD [1,2]. However, Aβ appears to be a necessary, yet insufficient, factor for AD development [3]. Indeed, not all elderly patients who have significant amyloid plaque pathology
develop the disease or show cognitive impairment, indicating that other ageing-promoting
processes, by compromising the brain’s capacity to respond to Aβ peptides adequately,
can determine the pathogenic evolution of amyloidosis [3]. Recent evidence supports the
idea that microglial dysregulation is indeed a crucial driver in the pathogenesis of AD [4].
Altered/dystrophic microglial cells could contribute to aggravating and propagating an
Aβ-pathologic cascade throughout the brain [5,6] by acquiring a “pro-AD” phenotype that
consists of: (i) the chronic release of pro-inflammatory cytokines and other inflammatory
mediators, such as reactive oxygen and nitrogen species; (ii) reduced phagocytosis and Aβ
clearance; (iii) reduced release of neurotrophic factors; (iv) reduced release of pro-resolving
factors; and (v) reduced motility (chemotaxis).
The immune system can be modulated and regulated by humoral factors and metabolic
products. Among these, eCBs are bioactive lipids that increase or decrease distinct immune functions when mobilized at the very beginning or shortly after first-line immune
modulators [7]. Notably, microglia express the array of receptors and metabolic enzymes
(collectively termed “ECS”) that control the immune-related functions of eCBs [8]. This
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system displays a wide distribution throughout the body and is involved in many adaptive
responses to stressful internal and/or environmental insults. During the last few years, the
brain ECS—by virtue of its capability of orchestrating neuromodulatory, anti-excitotoxic,
anti-inflammatory/pro-resolutive, and anti-oxidative actions—has emerged as a key player
in several neurodegenerative disorders, including AD [9].
In this review, we highlight the relevance of eCBs signalling in microglial physiology
and its therapeutic potential to maintain/restore microglial homeostatic functions in the
context of AD. A brief overview of the ECS is presented to summarize its key components
and the different signalling pathways that it can elicit. Then, the possible roles of eCBs in
microglial biology are discussed, describing how these bioactive lipids may regulate the
cellular processes involved in the homeostasis of the normal and diseased brain, such as
phagocytosis, chemotaxis, cytokine/neurotrophic factor release, microglial differentiation,
and activation. Finally, current evidence that supports the idea that targeting microglial
ECS may represent a valuable disease-modifying strategy for AD is briefly described and
commented on.
2. Microglia
Microglia, the resident immune defence in the brain, modulates the development, activity and plasticity of the central nervous system (CNS). To perform these complex functions,
microglia adopt different activation states/phenotypes, depending on the microenvironment, which engage them in neuroinflammation, tissue repair, and even pro-resolutive
inflammatory processes [10,11].
2.1. Microglial Functions and Phenotypes
Microglia represent highly versatile cells that play a pivotal role in the neurobiological,
neuroinflammatory and neurophysiological homeostasis of the CNS in both health and
disease. Often referred to as brain-resident macrophages—a definition that has been often
criticized due to the ontogenetic and functional differences between these two cell types—
microglia maintain neuroinflammatory homeostasis by interacting with other immune cells
(e.g., T cells) and by releasing a vast array of pro- and anti-inflammatory cytokines and
endogenous lipids, such as eCBs, arachidonic acid-derived autacoids and pro-resolving
mediators [12–14]; on the other hand, they also participate in pivotal brain functions, such
as the elimination of dead neurons and cell debris [14], synapse pruning and, to a minor
extent, the regulation of the synaptic neurotransmitter tone.
In general, “resting” microglial cells exhibit a highly ramified appearance that gives
them the ability to constantly survey the surrounding brain parenchyma, as they look for
the presence of danger-, pathogen- or resolution-associated molecular patterns (DAMP,
PAMP and RAMP, respectively) through their vast array of recognition systems represented
by Toll-like receptors (TLRs), Nod-like receptors (NLRs), C-type lectin receptors (CLRs)
and RIG-like receptors (RLRs), altogether referred to as pattern recognition receptors
(PRRs) [15,16]. In particular, PRRs expressed on microglia surfaces recognize any molecular
signal that indicates damage or cell stress, including ATP, nucleic acids, necrotic cells and
cell debris and, relevant to this review, misfolded proteins such as Aβ species [14,15].
The recognition of any of these ligands leads to their internalization and the activation of
microglia. Although in different neuroinflammatory and neurodegenerative paradigms,
microglial cells have been reported to sport quite a vast array of morphologies, their
pathological activation generally results in the transition towards an amoeboid phenotype
that triggers potent neuroinflammatory reactions through the secretion of cytokines and
chemokines [17,18]. Furthermore, depending on the nature of the recognized stimulus
and/or the surrounding milieu to which they are exposed, microglia can assume different
profiles, or phenotypes, the equilibrium of which contributes to the onset and outcome of
neuroinflammatory and neurodegenerative mechanisms.
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2.1.1. Microglial Phenotypical Heterogeneity
The past three decades have seen a quite lively debate about the different states that
microglial cells can display under physiological and pathological conditions. A common
classification that has been widely applied to describe microglia phenotypes—one that
mimics the approach used to describe pro- and anti-inflammatory macrophages—involves
the use of the M1–M2 dichotomy to describe detrimental or neuroprotective states of
microglial cells, respectively [19]. On the other hand, although a number of microglial
markers have been associated with neuroinflammatory or pro-homeostatic properties
of these cells, pieces of evidence suggest that microglia exist in vivo as a rather blurred
distribution of states, two of which are described by the M1–M2 paradigm [20,21].
Relevant to this, although a few surface markers are commonly utilized in several
panels to characterize microglia—first and foremost, CD11b, CD68 and HLA-DR—these
lack the specificity to differentiate between the discrete states that the M1–M2 dichotomy
is supposed to describe (mostly because they can be expressed both on M1- and M2-like
cells, though at different levels) [22]. On the other hand, other markers are currently used
to assess the immunophenotypical distribution of microglial cells, including CD14, CD11c,
CD16/32, CD33, CD36, CD64, CD163, CD206, CD200 or the triggering receptor expressed
on myeloid cells 2 (TREM2) [17,22,23]. However, their use to univocally distinguish
between different microglial profiles, especially in light of the large immunophenotypical
and morphological heterogeneity that these cells exhibit, even in different brain locations,
is still debated. Unfortunately, the presence of significant differences between human- and
mouse-derived cells—a common example being represented by the exclusive presence
of F4/80 in mouse microglia and the still-debated expression of arginase-1 in human
tissues [23]—adds a further layer of complexity to the picture. Finally, a number of genomewide expression profiling studies have failed to individuate sufficient diversity in the
microglia population to reduce their diversity to two phenotypes [21,24]; nonetheless, M1and M2-like markers are still widely used as a tool to describe the neuroimmune properties
of these cells in several neuroinflammatory contexts, including AD. Although in vitro these
phenotypes are largely represented in this pure form, classifying these cells in vivo has
proven to be more challenging, reflecting the plastic nature of microglia [25].
Pro-Inflammatory-M1-like Microglia
Pro-inflammatory, often referred to as M1-like, microglia are induced by tissue injury and phlogistic soluble factors. In particular, the presence of bacterial components
(e.g., LPS) and cellular debris, as well as of IL-1β, IL-8, IFNγ and TNF in the surrounding milieu, induces the activation inflammasome complexes, such as NOD-like receptor
family pyrin 1 and 3 (NRLP1 and 3) and, consequently, the release of neuroinflammatory factors, such as the pro-inflammatory cytokines (e.g., IL-1α/β, IL-6, IL-23 and TNF),
chemokines (e.g., CCL2, CXCL9, CXCL10 and CCL20), co-stimulatory proteins (e.g., CD40
and MHC-II) and the activation of enzymes involved in the induction of oxidative stress
(e.g., NADPH oxidase and the inducible nitric oxide synthase (iNOS)), which result in
excitotoxicity, neurotoxicity, demyelination and, ultimately, neuronal dysfunction and
death [14,26,27]. Alongside the induction of the aforementioned factors, M1-like polarization is often accompanied by an upregulation of CD11b, CD16/32, CD68 and CD86, with
the concomitant activation of typical transcription factors, also previously described for
peripheral macrophages, such as NF-kB, STAT1 and STAT3 [28].
Interestingly, similar to monocyte-derived macrophages, polarization in microglia also
induces dramatic changes in the metabolic profile [26,29]; indeed, whereas microglial cells
seem to mostly rely on oxidative phosphorylation under a surveillance state [25,30], M1
polarization drives these cells towards glycolytic/anaerobic metabolism and the consequent
production of lactate and reactive species (as reviewed in [26]).
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Anti-Inflammatory-M2-like Microglia
M2-like microglia possess pro-homeostatic properties and are thought to play a role in
the resolution processes. In particular, these cells play a crucial activity in the elimination
of cell and myelin debris, dead cells and misfolded proteins that, if not cleared from the
brain parenchyma, are primary inducers of neuropathology and degeneration [31], as also
suggested by the fact that highly phagocytic microglial cells can be found in damaged brain
tissue [32]. On the other hand, defective or dysfunctional microglial phagocytosis has been
observed in mouse models of neuropathological or neurodegenerative conditions, such as
ischemic stroke, multiple sclerosis and AD [33–36]. M2-like polarization in microglia is similarly driven by peripheral M2 macrophages and anti-inflammatory/TH2-derived cytokines,
such as IL-4 and IL-13 [26], with ω-3- and ω-6-derived specialized pro-resolving lipids (SPM)
(i.e., resolvins, protectins, maresins, and lipoxins) that enhance their pro-homeostatic properties while blunting the production of pro-inflammatory mediators [30,37]. In particular, at a
molecular level, M2-like polarizing stimuli act by inducing NF-kB-antagonizing transcription factors, such as STAT6, which, in turn, trigger the production of anti-inflammatory
cytokines, such as IL-4, IL-10 and TGFβ, as well as chemokines such as CCD22 [14,28]
and the expression of anti-oxidant factors, such as nuclear factor erythroid 2-related factor
(Nrf2) [38]. Murine cells also display an upregulation of arginase 1 (Arg1), an enzyme that
counteracts inflammatory and oxidative damage both through the arginine-dependent
biosynthesis of tissue-regenerating polyamines, as well as through the reduction in NO
levels, which is achieved by outcompeting iNOS for the availability of their common
substrate, arginine [25]. On the other hand, M2-like microglia are characterized by high
expressions of CD206 and CD36, two scavenger receptors involved in the phagocytosis of
cell and myelin debris [28,39], and by the production of neurotrophic factors, such as the
nerve-derived neurotrophic factor (NGF), glial cell-derived neurotrophic factor (GDNF)
and brain-derived neurotrophic factor (BDNF) [40]; in mice, they are characterized by
the expression of FIZZ1 and Ym1, two secretory proteins involved in tissue regeneration.
Notably, a recent paper also reported a role of the STAT6/Arg1 axis in the induction of
anti-inflammatory/pro-resolving functions such as efferocytosis (i.e., the process which,
during the resolution of inflammation, leads to the removal of apoptotic cells and tissue
debris) [41]. M1-like cells shift their metabolic state towards glycolysis while shutting
down mitochondrial function, whereas M2 mostly rely on oxidative phosphorylation and
respiration. This strongly suggests an integration of these several signals in determining
the outcome of neuroinflammation in the CNS.
Several works in the past two decades have also described the existence of a number
of M2 subtypes that can be obtained in vitro, in macrophages and microglia, through
the stimulation with different immunomodulatory ligands: in this taxonomy, “canonical”
IL-4/13-stimulated macrophages are defined M2a; on the other hand, M2b are induced by
immune complex and TLR or IL1R ligands, while M2c is induced through IL-10/TGFβ [20,42].
In general, M2a cells express higher levels of CD206, TGFβ, Fizz1 and Arg1; M2b cells
produce IL-10 as well as M-CSF and G-MCSF; M2c cells produce higher levels of scavenger
receptors such as CD206, CD163, SR-A1 and B1. It should be noted that this classification
describes “cell types” that are obtained in vitro under very controlled conditions, while
it is quite likely that in vivo environments are characterized by less-defined phenomena,
with microglial cells that display intermediate immunophenotypes.
2.2. Microglia and Alzheimer’s Disease
2.2.1. General Traits of Alzheimer’s Disease
AD accounts for almost 2/3 of the worldwide cases of dementia and cognitive decline,
with 1 out of 10 people over 65 years and almost 1 out of 3 over 85 years suffering from this
condition worldwide [43]. It is characterized by massive neuronal death, cortical atrophy
and progressive cognitive decline. Although a number of different environmental and
genetic causes have been described in this pathology, the cause of the neurodegeneration has
been historically linked to the aberrant accumulation of two hallmark protein aggregates,
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which represent pathognomonic signs of AD: (i) amyloid-β (Aβ) oligomers and polymers
build up in the brain of affected people and constitute the typical plaques that are considered
the main cause of neuronal loss and toxicity [44]; (ii) tau, a protein involved in stabilizing
the microtubules and controlling axonal trafficking, undergoes pathological modifications
that lead to its detachment from the microtubules and its aggregation to form tangles [45].
Even though amyloid plaques and tau tangles represent historical targets of investigation
in this field, neuroinflammation has emerged in recent times as a central cause of neuronal
loss in AD, with microglial cells considered to be a primary source in this process.
2.2.2. The Involvement of Microglia in Alzheimer’s Disease
Microglia are profoundly involved in the correct functioning of the neuronal tissue,
and overactivated or dysfunctional microglia are commonly featured in brain pathophysiology, cognitive decline, and AD, sometimes even preceding the neurological symptoms
of the disease. In particular, microglia-induced neuroinflammation seems to represent a
pivotal and necessary event in the development of the AD clinical phenotype. Indeed,
microglial activation has been reported in patients with MCI- [45,46], even in the absence Aβ
aggregates, and in animal models even before the formation of amyloid plaques [46–48]. Further
rationale supporting the role of early neuroinflammation in AD is provided by several recent studies. For example, the inheritance of pathological alleles for genes that are strongly
involved in innate and microglial responses (e.g., TREM2, CD33 and complement proteins)
represent a genetic risk for the development of AD (as reviewed in [14]). Furthermore,
microglia-mediated neuroinflammation has proven necessary, alongside aggregates, to
induce the neuropathological features of the disease in animal models, and Aβ alone seems
to be insufficient to induce symptoms [49]; however, autoptic samples of asymptomatic
patients with high Aβ brain loads also did not display activated microglial cells [50]. The
activation of microglia by Aβ contributed through the pyrin domain-containing 3 (NLRP3)
inflammasome to enhance Aβ aggregation and to the tau progression [51,52].
Apparently, not only chronically-inflamed microglia is at the base of the clinical symptoms of AD, but the presence of Aβ seems to act as an enhancer, due to the fact microglial
cells can recognize amyloid and tau aggregates as molecular profiles (i.e., PAMPs/DAMPs)
through PRR-dependent signalling. This leads to the morphological changes of these cells
and to the production of pro-inflammatory cytokines, such as IL-1β, IL-6, IL-8, TNF, as well
as reactive oxygen species [14]. This transition towards disease-associated microglia (DAM),
which occurs with the progression of the disease, is characterized by a distinct transcriptomic fingerprint, which features the downregulation of homeostatic genes (e.g., purinergic
receptors, Cx3cr1 and Tmem119) and the concomitant upregulation of AD-related genes
such as ApoE, cathepsin D (Ctps), lipoprotein lipase (LPL), tyro protein tyrosine kinase
binding protein (TyroBP) and Trem 2 [40]. Of note, other receptors, such as formyl peptide
receptor 2 (FPR2, also known as ALX), a G protein-coupled receptor that engages proresolving lipids, has been reported to bind Aβ [53]. FPR2 displays strong ligand-biased
signalling, and is expressed in microglia [53], suggesting that AD pathology might also
be related to interference between inflammation and resolution networks. Interestingly,
the microglial pathology in AD also manifests in the form of aberrant phenotypes and
morphologies, in addition to those that were previously described. Indeed, senescent brains
display, in general, microglial cells with a lower level of branching [14], while other works
have reported that the morphology of these cells can significantly change depending on
their relationship with amyloid aggregates, with near-plaque microglia displaying altered
morphology and electrophysiological properties as compared to other cells that have no
contact with Aβ structures [54]. Of note, the study of microglia in cognitive decline has also
led to the recent description and characterization of “dark microglia”, an AD-restricted phenotype described in mice prone to develop AD, which displays evident signs of oxidative
stress and expresses high levels of CD11b, TREM2 and 4D4 [55]. These cells are strongly
associated with the neurons of the hippocampus, cortex, amygdala and hypothalamus of
affected mice, and completely encircle synapses at the level of both axonal terminals and
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dendritic spines, suggesting high levels of synaptic stripping that might be involved in the
neuropathology of AD [55].
3. The Endocannabinoid System
The eCBs N-arachidonoylethanolamine (AEA) and 2-arachidonoylglycerol (2-AG) are
lipid messengers acting as endogenous ligands for the cannabinoid receptors CB1 and CB2 .
Over the past two decades, these signalling lipids have emerged as critical mediators of
many aspects of human health and disease, revealing a surprising organizational complexity in the mechanisms of synthesis, transport, and degradation. Although initially described
as neuromodulators/neurotransmitters, these bioactive lipids also display multiple and
relevant immunomodulatory properties [56,57].
3.1. eCBs Synthesis and Degradation
All cells in the body, including those of the immune system, produce AEA and 2-AG,
the most studied eCBs. Rather than being pre-synthesized and stored in secretory vesicles,
these bioactive lipids are made “on-demand” (i.e., when and where they are needed) by
the receptor-stimulated cleavage of precursor membrane phosphoglycerides by several
hydrolases.
AEA and 2-AG synthesis occurs through many alternative routes, which can also
co-exist in the same cell and contribute to the production of eCBs in a time-, spaceand activity-dependent manner [57,58]. AEA originates from a phospholipid precursor, N-arachidonoylphosphatidyl ethanolamine (NArPE), which is, in turn, formed from
the N-arachidonoylation of phosphatidylethanolamine via both Ca2+ -sensitive and Ca2+ insensitive N-acyltransferases (NATs and iNATs) [59]. NArPE is then converted into
AEA by several possible alternative pathways, the most direct of which is catalyzed by
an N-acylphosphatidylethanolamine-selective phosphodiesterase (NAPE-PLD) [60]. In
macrophages and other immune cells, another alternative biosynthetic pathway for AEA
involves the PLC-catalyzed cleavage of NArPE to yield phospho-AEA, which is subsequently dephosphorylated by protein tyrosine phosphatase non-receptor type 22 (PTPN22),
a member of PEST family of protein tyrosine phosphatases [61,62].
Through the hydrolysis of different arachidonoyl-containing membrane lipids, 2-AG
synthesis can potentially occur. The best-studied synthetic route for 2-AG is its synthesis from sn-2-arachidonic-containing diacylglycerols (DAGs) [63] by one of two DAG
lipases (DAGL) isoforms, DAGLα and DAGLβ [64]; the latter isoform is expressed more in
macrophages, and although its relative brain expression is sparse, it is highly expressed in
microglia [65]. Alternatively, 2-AG can also be synthesized by the dephosphorylation of sn-2
arachidonoyl-lysophosphatidic acid (LPA) [66] via 2-LPA phosphatase; or by the sequential
action of PLA1 and a lysophospholipase C (lyso-PLC) [67] in sn-2 arachidonate-containing
phosphatidylinositol (PI) and its derivative 2-arachidonoyl-lysoPI, respectively [68,69].
The biological effects of eCBs are terminated by cellular uptake followed by intracellular degradation. As very lipophilic compounds, AEA and 2-AG can passively diffuse
through the membrane bilayer, even if this process seems to be accelerated by a rapid and
selective carrier system (i.e., eCBs membrane transporter, EMT) that is postulated to be
expressed in both neurons and glial cells [70]. Although there is strong indirect evidence
for the existence of this transmembrane transport, the molecular identity of the protein(s)
involved remains to be assessed. In this context, several lipid-carrier proteins, which assist
the movement of eCBs within and outside cells, have been identified, confirming that,
despite the current controversy, the eCBs transport system should be further characterized
in the future [71,72].
Once internalized, eCBs can be hydrolyzed by distinct serine hydrolases. The major AEA catabolizing enzyme is the fatty acid amide hydrolase (FAAH), which releases
arachidonic acid and ethanolamine [57,70]. 2-AG is mainly hydrolyzed by monoacylglycerol lipase (MAGL) [73] and, to some extent, by other enzymes, such as FAAH and
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the α/β-hydrolases (ABDH6) and 12 (ABDH12) [74]. Finally, AEA and 2-AG can be also
metabolized via oxidation by lipoxygenase and cyclooxygenase (COX) enzymes [75].
3.2. eCBs Receptors and Molecular Pathways
CB1 and CB2 receptors are members of the superfamily A of the heptahelical transmembranespanning G protein-coupled receptors (GPCRs) coupled to heterotrimeric Gi/o proteins [76,77].
These receptors are expressed to various extents in immune cells, with CB2 being predominant under physiological conditions and upon acute and chronic inflammation [78].
Although CB1 is primarily expressed in specific neuronal populations, with neuromodulatory activity, it also seems to play a role in regulating immune responses and inflammatory
pathways [79,80]. In this context, Ativie and colleagues demonstrated that neuronal CB1
may indirectly regulate microglial activity, possibly by influencing the crosstalk between
neurons and microglia [81].
The binding of eCBs to CB receptors affects several cellular pathways, such as the
inhibition of adenylate cyclase and then of protein kinase A (PKA); the regulation of ionic
currents (inhibition of voltage-gated L, N and P/Q-type Ca2+ channels, activation of K+
channels); the activation of focal adhesion kinases, such as MAPKs (p38, ERK1/2, JNK),
PI3K/Akt and cytosolic phospholipase A2; and the activation (CB1 ) or inhibition (CB2 ) of
iNOS. All of these pathways are involved in fundamental microglia functions [57,82–84].
There is mounting evidence that eCBs also exert their biological activity via additional
non-cannabinoid receptors, such as the transient receptor potential vanilloid type-1 (TRPV1)
ion channel, which is functionally expressed in microglia [85–88]. Other non-canonical eCBs
receptors expressed by microglia are the nuclear peroxisome proliferator-activated receptors
(PPAR) α and γ, and the orphan G protein-coupled receptors GPR55 and GPR119 [56,89].
4. Microglial Endocannabinoid System in Alzheimer’s Disease
4.1. Role of the ECS in Microglial Functionality
The ECS has a pivotal role in brain inflammation by regulating microglial biology
in terms of proliferation, migration, phagocytosis, and the production of pro- and antiCells 2022, 11, x FOR PEER REVIEW
8 of 24
inflammatory
mediators [8] (Figure 1).

Figure 1. Schematic overview of ECS role in microglial phenotype. Symbols used: ↑, increased; ↓,

Figure 1. Schematic overview
ofactivation;
ECS role
in microglial phenotype. Symbols used: ↑, increased;
decreased; →,
⟞, inhibition.
↓, decreased; →, activation; a, inhibition.
4.1.1. eCBs Receptors

Although CB1 was initially considered as a neuron-specific cannabinoid receptor,
emerging evidence is revealing that this receptor is also constitutively expressed, even if
at low levels, in microglia [90,91]. Indeed, a recent work with conditional knockout mice
documented that hippocampal CB1-/- microglia show a decreased expression of TNF-α
compared to wild-type mice upon stimulation with LPS [92]. However, to date, except for
some rare works, the specific role of CB1 in microglial cellular physiology has not been
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4.1.1. eCBs Receptors
Although CB1 was initially considered as a neuron-specific cannabinoid receptor,
emerging evidence is revealing that this receptor is also constitutively expressed, even if
at low levels, in microglia [90,91]. Indeed, a recent work with conditional knockout mice
documented that hippocampal CB1 −/− microglia show a decreased expression of TNF-α
compared to wild-type mice upon stimulation with LPS [92]. However, to date, except for
some rare works, the specific role of CB1 in microglial cellular physiology has not been
deeply explored [92–94].
CB2 immunoreactivity was primarily associated with astrocytes and microglial cells in
the healthy brain. The expression of CB2 is significantly upregulated in these cells following brain trauma or under other pathological conditions, including AD [95], Parkinson’s
disease [96], and multiple sclerosis [97]. Similar findings were observed in several mice
models of neurodegenerative conditions [98,99]. The genetic ablation of CB2 showed microglia with a reduced phagocytic capacity and relevant morphology alterations during the
switching in M2 phenotype compared to wild-type cells. In particular, M2a microglia from
CB2 −/− mice lost well-defined and multiple lamellipodia and took a more elongated shape.
In addition, Arg-1 expression was diminished in CB2 −/− both under basal conditions
and following M2a stimulation, suggesting a role for CB2 in anti-inflammatory switching [90]. In rat microglia, CB2 activation by 2-AG leads to the stimulation of proliferation
and endocytosis of the receptor. The effect was reversed by the antagonist of CB2 receptor,
SR144528, and mimicked by the CB2 receptor-specific agonist JWH133 [100]; in this context,
CB2 appeared to be the most relevant eCBs receptor acting on the release of pro- and antiinflammatory mediators [101]. Indeed, the CB2 agonist AM1241 was shown to suppress
the expression of pro-inflammatory cytokines, IL-1β, IL-6, iNOS, in LPS/INFγ-activated
microglial cells [101]. At the same time, there was an increase in the expression of Arg1,
IL-10, and the neurotrophic factors BDNF and GDNF, which were significantly reduced
by the co-administration of the CB2 antagonist AM630 [101]. These findings are consistent
with many other studies carried out on primary cells and several immortalized cell lines.
When microglia are experimentally activated in a reactive state, CB2 activation could inhibit
the release of pro-inflammatory and cytotoxic factors interfering with their switching to a
neurotoxic phenotype [102–106].
In mouse brains, TRPV1 is primarily expressed in microglia [88], and its relevance
in microglial physiology has only been highlighted in recent years. TRPV1−/− mice
challenged with LPS to induce systemic inflammation showed a better survival rate, accompanied by decreased microglial activation [87]. TRPV1 deletion in microglial cells inhibited
NLRP3 inflammasome activation and capsaicin-induced migration [87]. Moreover, the
induction of experimental autoimmune encephalomyelitis in TRPV1−/− mice led to less
inflammatory-cell infiltration, reduced Iba-1 expression and restored myelin damages [107].
Consistently, the stimulation of TRPV1 by capsaicin, in wild-type microglia, induced a
pro-inflammatory phenotype with higher levels of TNF-α and lower levels of IL-10. The
same stimulation in TRPV1−/− microglia led to equal amounts of TNF-α, but significantly
higher amounts of IL-10, as in the anti-inflammatory activation state of microglia [88]. Some
discrepancy was found in vitro studies in which TRPV1 activation, rather than inactivation,
reduced some cytotoxic factors, such as microglial-originated ROS [86,108].
4.1.2. eCBs Metabolic Enzymes
Microglia express a full assortment of synthetic and catabolic enzymes for eCBs and
can therefore metabolize both 2-AG and AEA [8,109]. Effectively, microglia produce in vitro
20 times more eCBs than neurons and other glial cells and are likely to be the primary
cellular source of these bioactive lipids under neuroinflammatory conditions [110]. Moreover,
eCBs metabolic enzymes seem to be regulated by microglial activation states [110,111]. In particular, stimulating the switch of microglia to either M2a or M2c states led to an upregulation
of the biosynthetic enzymes (i.e., DAGLα in M2a; NAPE-PLD in M2c), accompanied by
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a downregulation of the respective degrading enzymes, thus resulting in the elevated
production of eCBs [90].
The pharmacological inhibition of MAGL was shown to raise 2-AG level in the
brain [112] and exerted beneficial immunomodulatory functions in neuroinflammatory conditions, attributable, at least in part, to the regulation of microglial functions. For example,
in a PD mouse model, JZL184 (a selective MAGL inhibitor) prevented motor impairment
and induced an increase in microglial cell number and ramification in the striatum, suggesting that MAGL activity impacted both microglial proliferation and phenotypes [113]. In a
viral-induced neuroinflammation model, UCM03025 (a reversible MAGL inhibitor) and/or
2-AG administration act through CB2 to mediate long-term beneficial effects. In particular,
in this neuroinflammatory model, MAGL inhibition hampered microglial cells in reaching
an activated pro-inflammatory phenotype, as seen in a morphological analysis where
microglia showed a reduction in complexity and reactivity comparable with their resting
state [114]. MAGL inhibition (by JZL184) was established as preserving the neuronal function in experimental autoimmune encephalomyelitis and the non-immune demyelination
model by reducing inflammation markers and suppressing microglial activation (assessed
through CD11b immunoreactivity) [115]. Additionally, in a study of neuroinflammation induced by acute systemically administered LPS, MAGL pharmacological inhibition, as well
as its genetic ablation, reduced cerebral pro-inflammatory cytokine release and microglial
reactivity assessed through Iba-1 expression [116]. The latter study reported that the effect
was not directly mediated through CB1 or CB2 -dependent mechanisms. These findings suggested that the immunomodulatory effects on microglia observed under MAGL inhibition
may have involved other non-cannabinoid receptors, such as PPARs [117].
The selective inhibition of FAAH exerted beneficial effects by modulating microglia
responses under different types of pro-inflammatory stimuli. For example, chronic treatment with PF3845, a selective inhibitor of FAAH, in mice subject to traumatic brain injury
suppressed the expressions of iNOS and COX-2, while it enhanced the expression of Arg-1
through phosphorylation of ERK1/2 and AKT. These findings suggest that AEA signalling
may promote a shift of microglia from the M1 to M2 phenotype [118]. In a model of
ethanol-induced neuroinflammation, URB597, another selective FAAH inhibitor, improved
memory, reduced iNOS, TNF-α, IL-6, and monocyte chemoattractant protein-1 (MCP-1) and
increased TLR4, concomitantly producing relevant morphologic changes in microglia [119].
Interestingly, the chronic administration of URB597 (and AEA) increased the number of
Iba-1-positive cells in the hippocampus, both in ethanol and control groups [119]. These
findings were in agreement with those of another study characterizing the immunophenotype of FAAH−/− mice, where enhanced density and cell size of microglia were also found
in the hippocampus of untreated age-matched mice [120]. Notably, the immunomodulatory
effects of FAAH inhibition on the brain were described to be age-dependent. Indeed, in
aged rats, the chronic pharmacological inhibition of hippocampal FAAH decreased microglial activation marker expression, pro-inflammatory cytokines and synaptic plasticity
deficits compared to age-matched controls [121]. On the contrary, in the young animals,
the same treatment had no effects [121]. All of these in vivo findings suggest that the
impact on microglia exerted by FAAH inhibition may be strongly influenced by the type of
stimulus from which the inflammation originates and/or the particular microenvironment
surrounding microglial cells.
In vitro studies further support the idea that FAAH inhibition is effective in modulating microglia responses under different types of pro-inflammatory stimuli, even if they do
not fully clarify the biochemical mechanisms underlying the observed effects. For instance,
in rat primary microglia under LPS stimulation, URB597 reduced the expression of COX-2
and iNOS with a concomitant attenuation of the release of prostaglandin E2 (PGE2) and
NO. The effect of URB597 on LPS-stimulated PGE2 release was not reversed by selective
CB1 or CB2 receptor antagonists [122]. Likewise, in BV-2 cells, a murine microglial cell line,
the inhibition of the activity of FAAH, along with its siRNA knockdown, suppressed the
LPS-induced expression of ROS, PGE2, COX-2 and microsomal PGE synthase. Interestingly,
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the effects mentioned above were mediated neither by CB1/2 receptors nor PPARs [123]. In
the same cellular line, after Aβ peptide pro-inflammatory stimulation, FAAH inhibition
was shown to decrease the release of pro-inflammatory cytokines, switching to the resting
phenotype and reducing cell migration by modulating the Rho signalling pathway [124].
Moreover, URB597 also promoted the phagocytic activity of BV-2, by inducing a robust
reorganization of the cytoskeleton [124]. Unfortunately, the study did not investigate the
receptors that were involved in this process, nor the underlying signalling cascades.
The different components of the microglial eCB signalling are summarized in Table 1,
along with their main effects on microglia physiology.
Table 1. ECS effects on microglia function in vitro.
ECS

CB1

Model

Pro-Anti-Inflammatory
Challenge

Treatment

Effect on Microglia Function

Ref.

BV2

IFN-γ (100 U/mL)

SR141716A 1 µM

↑IFN-γ, IL-1β, IL-6, TNF-α, NO
↓MCP-1, CX3CL1

[93]

Rat primary
microglia

IL-4 IL-13 10 ng/mL each
(M2a)

AM251 1 µM

↓Arg-1 immunostaining

[90]

IFN-γ (100 U/mL)
Aβ42 (1 µM)

JWH-015 5 µM

↑phagocytosis of Aβ42
↓TNFα, NO

[103]

LPS (100 ng/mL)
IFNγ (20 ng/mL)

Constitutive KO

↓IL-6, TNFα
=phagocytosis of Aβ42

[125]

IL-4 (10 ng/mL)
IL-13 (10 ng/mL)

Constitutive KO

↓phagocytosis

[90]

Basal

2-AG (25 µM)

↑migration

[110]

Aβ40 soluble or fibrillar
(500 nM)

HU-210,
WIN55,212-2,
JWH-133
(100 nM)

↓microglia activation
(morphology)
↓TNFα

[102]

LPS (100 ng/mL)

AEA (1 µM)
AM-630 (0.1–0.5 µM)

↓NO
↓M1 phenotypic marker
(mRNA TNFα, IL-β, IL-6,
COX-2, iNOS)

[104]

IL-4 IL-13
(10 ng/mL each)

AM630 1 µM

↓Arg-1 immunostaining

[90]

LPS (10 ng/mL)
IFNγ (10 U/mL)

AM1241 (10 µM)

↓IL-6, IL-β, iNOS
↑Arg-1, IL-10, BDNF, GDNF

[101]

APP/PS1 glioma
cells

Aβ40 (5 µg/mL)

WIN55,212-2,
JWH-133
(200 nM)

↑Aβ transport through choroid
plexus monolayers

[126]

BV-2

LPS (50 ng/mL)
IFNγ (100 U/mL)

AEA
5–15 µM
(SR2 1 µM)

↑IL-10

[105]

LPS (10 ng/mL)
Aβ oligomer (5 µM)

Capsaicin (10 µM)

↑mTOR/AKT/HIF-1α pathway
↑phagocity of Aβ42

[127]

LPS (100 ng/mL)
ATP (5 mM)

Constitutive KO
CPZ (10 µM)

↓NLRP3 inflammasome
↓IL-1β
=TNF-α

[107]

Capsaicin

↑TNF-α
↓IL-10

Constitutive KO

↑IL-10

Murine primary
microglia

CB2
Rat primary
microglia

TRPV1

Murine primary
microglia
Basal

BV2

Capsaicin (10 µM)

↑migration

Basal

Capsaicin (10 µM)

↑phagocytosis Aβ

Basal

Constitutive KO

↑phagocytosis Aβ

basal

Capsaicin (10 µM)

↑phagocytosis Aβ

[88]

[87]
[128]
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Table 1. Cont.
ECS

MAGL

Model

Pro-Anti-Inflammatory
Challenge

Treatment

Effect on Microglia Function

Ref.

BV2

Phorbol myristate acetate (1
µM)

Capsazepine (50 µM)

↓ROS

[86]

Microglia from adult
brain

Aβ42 (10 µM)
LPS (1 µg/mL) and IFN-γ
(100 ng/mL)

JZL184 (1 µM)

↓NO, IL-1β (stimulation with
LPS/IFN-γ)
↓Iba1 (stimulation with Aβ42 )

[129]

Rat primary
microglia

LPS (0.03 µg/mL)

URB597 (10 µM)

↓COX-2, iNOS, PGE2

[122]

URB597 (5 µM)

↑cell viability
↓basal migration
↑phagocytosis
↑mRNA TGF-β, IL-10, ARG1
↓mRNA TNF-α, IL-1 β, iNOS

[124]

URB597(10 µM)
PF3845
(10 µM)
siRNA

PF3845 ↓mRNA COX-2, IL-1 β,
MCP1 PGE2, TNF-α
URB597 ↓mRNA PGE2, IL-1 β,
MCP1,
siRNA ↓mRNA TNF-α, il-6,
IL-1 β, MCP1
↓COX-2, iNOS

[123]

Aβ 25–35 (30 µM)
FAAH
BV2
LPS (100 ng/mL)

Symbols used: ↑, increased; ↓, decreased; =, unchanged.

4.2. Alteration of ECS in Alzheimer’s Disease
Human Studies
Specific alterations in eCB signalling were observed in AD patients. In particular,
based on the postmortem Braak staging method [130], CB1 was upregulated in the earliest
stages [131,132], and downregulated in the advanced stages of AD [102,132,133]. However,
other studies found conflicting results regarding the CB1 receptor expression, which remained unaffected in AD patients [95,134,135]. In human brains, CB2 receptor expression
was found to be positively correlated with Aβ42 concentration, amyloid plaque burden,
levels of hyperphosphorylated tau and neuritic tangles, consistent with the hypothesis that
activated microglia could contribute to the inflammatory process of AD [95,102,133,136].
Other reports showed that the increase in the level of CB2 receptor was more pronounced in
severe AD when compared with age-matched controls or moderate AD subjects [136]. CB2
mRNA expression in peripheral blood mononuclear cells (PBMCs) showed no differences
between AD cases and controls [98]. Interestingly, in the brains of AD subjects, high levels
of CB2 were found to be nitrosylated, an effect of the increase in peroxynitrite radicals
attributable to microglia activation [102].
A reduction in the levels of AEA and its precursor, NArPE, but not of 2-AG, was
observed in the temporal cortex of AD patients [137,138]. Yet, no differences in AEA or
2-AG concentrations in the plasma of AD and healthy controls were detected in preliminary
studies [98,99].
An early report also found an enhanced enzymatic activity in the hippocampus of
AD human patients of the two metabolic enzymes for 2-AG, DAGL and MAGL [139].
In particular, increased DAGL expression (specifically the DAGLβ isoform) within hippocampal neurons and local microglia was positively correlated with pathological AD
progression in postmortem studies [135]. Contrasting results were reported for FAAH.
One group documented a reduction in FAAH activity within neuronal membrane fractions
obtained from the frontal cortex of AD [137], while another study found no difference in
FAAH protein expression within AD hippocampal samples compared to controls [135].
Notably, in PBMCs of AD subjects, an increase in FAAH mRNA expression was observed in
patients with lower mini-mental state examination (MMSE) scores [140,141]. More recently,
we documented that FAAH was overexpressed, also at the protein level, in circulating
monocytes of AD patients, and their levels correlated with the severity of pathology [142].
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The above-described AD-induced modulation of the ECS in the brain and periphery
may occur at multiple levels: it could involve transcriptional and epigenetic mechanisms.
In this context, our group has highlighted the importance of epigenetic mechanisms in the
regulation of FAAH in PBMCs from subjects with late-onset AD. In particular, we found a
reduction in DNA methylation at the FAAH promoter in AD subjects versus controls, which
correlated with an increase in expression of FAAH both at mRNA and protein levels in
those patients [141].
4.3. Preclinical Studies
AD animal models are transgenic mice overexpressing mutant variants of human APP
that provoke the accumulation of Aβ peptides and AD-like symptomatology [143].To accelerate/worsen the onset and the course of the amyloidosis, other models were developed by
co-overexpressing other AD-related proteins, such as presenilin 1, apolipoprotein E (ApoE)
and TREM2. All of these different types of AD-like models developed microgliosis and
cognitive impairment, but with different time points of onset [144]. In some of these models,
the expression and distribution of ECS elements were found with profound modifications
compared to healthy mice.
In our work, we showed that in pre-symptomatic Tg2576, characterized by high levels
of human mutant amyloid precursor protein APPSwe (Swedish mutation K670N/M671L),
the localization and the signalling of CB1 was altered, despite the unchanged expression
levels [145]. In APPSwe/PS1∆E9, as a consequence of co-expressed human forms of
APPSwe mutation and human PSEN1 lacking exon 9, numerous amyloid depositions
were developed much earlier than aged-matched Tg2576 mice. In this model during the
symptomatic phase, CB1 was found to have a significant reduction compared to wild-type
mice [146].
The “non-psychotropic” cannabinoid receptor CB2 was found to be consistently upregulated in AD murine models, corroborating the results found in AD patients. In the brain
of 5xFAD (co-expressing five common AD mutations: three associated with APP, Swedish,
Florida, and London and two linked to PSEN1, the M146L and L286V) the increase in the
expression of CB2 receptor occurred in specific brain areas characterized by intense inflammation and amyloid deposits [147]. Marked increases in CB2 levels have also been found
in the microglia of the APP/PS1 model [148]. Additionally, there is evidence concerning
the alteration of TRPV1: in the brain of 3xTg (APP Swedish, tau P301L, and PSEN1 M146V)
the expression of the receptor was found downregulated [128].
Some reports documented alterations in the concentration of eCBs in different brain
areas of AD-like models. For example, Kolfalvi et al. showed a marked reduction in AEA
levels in the hippocampus, as well as in the prefrontal cortex, of Tg2576 mice [149]. Even
when not significant, a reduction in AEA level in the hippocampus of aged mice of the
same model was also found by our group [150]. Piro and colleagues found in the brain of
APPSwe/PS1∆E9 that levels of 2-AG were considerably increased [151]. Unfortunately,
there is a lack of information about eCBs enzyme dysregulation since the evaluation of
metabolic enzymes, in terms of expression and activity, has not been directly assessed.
4.4. Impact of Microglial Endocannabinoid Signalling in Alzheimer’s Disease
Important information on the impact of the microglial ECS in AD has been obtained
from preclinical studies performed on AD-like mice (Table 2). CB1 chronic activation by
ACEA in APPSwe/PS1∆E9 was effective in restoring cognitive dysfunction [152]. Unfortunately, this study neglected to address the impact of CB1 stimulation on microglia-driven
neuroinflammation. Similarly, in a rat model where microglial activation and memory
impairments were induced by Aβ injection, the activation of CB1 by WIN55,212-2 (a nonselective CB1/2 agonist) improved the cognitive deficit. Moreover, WIN55,212-2 prevented
microglial activation in the cortex of Aβ-treated rats [102]. In the same model, another
group showed that WIN55,212-2, acting through CB1 and CB2 receptors, significantly improved memory functions, decreasing the expression of some neuroinflammatory markers,
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such as TNF-α, activated caspase-3, and nuclear NFκB [153]. Additionally, the latter study
did not address whether these effects could be ascribed to the cannabinoid-dependent
modulation of microglial properties.
Table 2. ECS immunomodulatory effect in AD mice models.
Model

ECS

CB2

APPSwe/PS1∆E9

TRPV1

Treatment

Molecular Effect

Behavioural
Effect

constitutive
KO

=IL-6
↓TNF-α and CCL2
↓microgliosis,
Iba1 in hipp
↓brain-infiltrating
macrophage
↑ramified microglia
around plaque
↓Aβ plaque in cx
↓Aβ plaque in hip

↑MWM

=Aβ burden in the cx
=Aβ40 Aβ42 protein
level

↑V-maze
↑Active
avoidance test

↓TNF-α, IL-10, IL-6
IL-1β
↓microgliosis, Iba1 in cx
(cells plaque associated)
↓tau phosphorylated
↓p38, GSK3β,
SAPK/JNK
↓HNE
=Aβ burden in the cx
=Aβ40 Aβ42 protein
level
=Aβ plaque load

↑V-maze
=Active
avoidance test

N
H

JWH-015
(0.5 mg/kg
i.p.)
8 weeks

↓microgliosis, Iba1 in cx
↓mRNA TNF-α iNOS
IL-6
= microgliosis,
Iba1 in hipp
=level of Plaque
deposition

↑NOR
=MWM

N

capsaicin
(standard
chow plus
0.01%
capsaicin)
4 weeks

=Aβ40, Aβ42 soluble
fraction
↓Aβ40, Aβ42 insoluble
fraction
↑autophagy
↑clearance of Aβ via
autophagy
(colocalization of
iba1/LC3)
↓IL-6, TNF-α

↑MWM

N
H

Constitutive
KO

↓microglia, Iba1
↓mRNA IL-1β, IL-6,
TNF-α
↓Aβ plaques as well as
the Aβ40, and Aβ42
amyloidogenic peptides

H

JZL184
(40 mg/kg i.p.)
2 weeks

↓mRNA IL-1β, IL-6,
TNF-α

N
H

JZL184
(40 mg/kg i.p.)
4 weeks

↓microgliosis, Iba1 in cx,
hipp

N
H

ACEA
(1.5 mg/kg
i.p.)
4 weeks

=microglia activation,
Iba1

JWH-133
(0.2 mg/kg
i.p.)
5 weeks

MAGL

CB1

PreSymptomatic

Early
Symptomatic

Late
Symptomatic

Ref.

H

[125,154]

N
H

[148]

H

[155]

[127]

[151]

↑V-maze

N
H

[129]

[152]
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Table 2. Cont.
Model

ECS

Treatment

Molecular Effect

Behavioural
Effect

=MWM

Constitutive
KO

↑M1/M2 ratio in
(FAAH−/− )
↓microgliosis Iba1
↑mRNA IL-1β, TNF-α
↓mRNA IL-10, IL-4
↓soluble Aβ42
↑phagocytic Aβ
by DAM

Ref.

H

[156]

H

[157]

URB597
(3 mg/kg i.p.)
2 weeks

↑mRNA IL-6 in hipp
=mRNA IL-1β and
TNF-α in hipp

=MWM

N
H

JZL184
(12 mg/kg, i.p)
8 weeks

↓Aβ40 and Aβ42 as
well as APP c-terminal
fragments (CTFa/b)
↓reactive microglia,
CD11b in hip

↑MWM

N
H

Constitutive
KO

↑microgliosis, Iba1 in
hipp (cells plaque
associated)
=microgliosis, Iba1 in
hipp
↑soluble Aβ
↑Aβ plaque load
=soluble Aβ40

JWH-133
(drinking
water at a dose
of 0.2 mg/kg)
16 weeks

↓microgliosis, Iba1 in cx
↓COX-2
↓CB2 protein
↓27% levels of Aβ40
↓30% levels of Aβ42

CB1/2

WIN 55,212-2
(drinking
water at a dose
of 0.2 mg/kg)
16 weeks

=microgliosis, Iba1 in cx
=COX-2
↓CB2 protein
↓30% levels of Aβ42

=NOR

TRPV1

Capsaicin
(1 mg/kg i.p.)
4 weeks

↑microgliosis, Iba1
↑autophagy
↑activated microglia in
hipp and cx

↑Y Maze
↑MWM

↓microglia activation
in cx

↑MWM

[102]

CB1/2

WIN 55,212-2
(10 µg
intracerebroventricular
injection)
1 week

↓TNF-α
↓NF-kB

↑MWM

[153]

MAGL

J20
CB2

Tg2576

Rat
(Aβ42 inj)

Late
Symptomatic

↑MWM

Constitutive
KO

5xFAD

Rat
(Aβ25-35 inj)

Early
Symptomatic

↑mRNA IL-1β, IL-6
=IL-6
↑IL-1β in cx
↓microgliosis, Iba1 in
hipp (cells plaque
associated)
↓APP
↓Aβ42 and Aβ40

FAAH

3xTg

PreSymptomatic

H
[158]

[159]

H

↑NOR

N

[160]

H
[126]

N

H

N
H

[128]

Symbols used: H, end of treatment/evaluation point; N, start of treatment. ↑, increased; ↓, decreased;
=, unchanged; Abbreviations: MWM, Morris water maze; NOR, novel object recognition; hipp, hippocampus;
cx, cortex.

The direct involvement of microglia in the anti-AD effects of cannabinoid-based drugs
was highlighted by several studies mainly focused on the CB2 receptor [125,148,154,155].
In the pre- and early symptomatic APPSwe/PS1∆E9 mice, Aso and colleagues administered the selective CB2 agonist JWH-133 during both stages of the disease. The chronic
stimulation of CB2 significantly improved learning and memory performances compared
to vehicle-treated mice [148]. The long-term stimulation of CB2 also produced remarkable
anti-inflammatory effects by decreasing microgliosis around the plaque and downregulating the expression of several pro-inflammatory cytokines, such as IL-1, IL-6, TNF-α
and IFN-γ. Notably, these anti-inflammatory effects were associated with reduced oxidative stress damage and tau hyperphosphorylation in neuritic plaques [148]. Consistently,
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the chronic stimulation of CB2 in the early phase of AD-like symptomatology of Tg2576
markedly lowered COX-2 and TNF-α, and ameliorated memory deficit [126]. Interestingly,
in the same model, the chronic treatment by WIN55,212-2 did not show the same effect
listed above. Moreover, Tg2676 mice showed an increase in microglial cells compared with
wild-type in the cortex. This increased density was not altered by chronic treatment with
WIN55,212-2, while the selective agonist of CB2 JWH-133 decreased the number of reactive
microglia [160].
Controversial evidence has emerged about the impact of the genetic ablation of the
CB2 receptor on the symptomatology of amyloidosis in AD-like mice. On the one hand,
in APPSwe/PS1∆E9 mice, the deletion of CB2 reduced microglial activation and infiltration of macrophages. Furthermore, these mice expressed low levels of soluble Aβ40/42 ,
pro-inflammatory chemokines, and cytokines, and displayed an improvement in cognitive impairment. Interestingly, in this study, the microglia around the plaque assumed
a branched morphology, linked to a homeostatic or dystrophic state [125,154]. On the
contrary, in J20 mice, an AD-like model expressing mutated APP (K670N/M671L/V717F),
Koppel et al. found that CB2 lacking mice exhibited increased Aβ deposits in the cerebral
cortex, hippocampus and enhanced plaque-associated microglia [160].
There a few studies regarding the possible role of TRPV1 in regulating microglial functions. In the hippocampus and cortex of the 3xTg mice, microglial cells showed distinctive
phenotypic changes, such as more protrusions and longer branch length, suggesting a
less-activated state. In this model, the activation of TRPV1 via capsaicin decreased amyloid
and phosphorylated tau pathology, reversed memory deficit and promoted microglia activation, metabolism and autophagy [128]. Notably, impaired autophagic flux was correlated
with ageing, characterized by immune senescence of macrophages [158]. In APP/PS1
mice, TRPV1 activation downregulated the release of pro-inflammatory IL-6, TNF-α, and
increased autophagy, which promoted the clearance of Aβ [127].
Growing evidence has revealed that the eCBs catabolic enzymes, MAGL and FAAH,
are promising targets for controlling microglia activities in the context of AD-related neuroinflammation. For example, in early-symptomatic mice of APPSwe/PS1∆E9 and 5xFAD
models, the pharmacological inhibition of MAGL with JZL184 led to the cognitive improvement and prevented neuroinflammation by reducing reactive microgliosis in the
hippocampus [129,159]. Aparicio et al. demonstrated that FAAH−/− mice exhibited an
increase in the M1/M2 ratio and a decrease in microgliosis [156]. In particular, the absence
of FAAH triggered an imbalance of the microglial phenotype towards an exacerbated
pro-inflammatory state, as revealed by the increased M1 over M2 markers, although no
significant differences were found in memory performance [156]. Finally, the genetic ablation of FAAH was found to reduce Aβ levels, neuritic plaques and gliosis in the 5xFAD
model [158]. Furthermore, in the same model, FAAH−/− mice showed that cortical DAM
microglia specifically overexpressed phagocytic-related receptors, such as TREM2 and
cathepsin D [157]. These data suggest a specific gene expression profile related to DAM
molecular signature in microglia from 5xFAD/FAAH−/− mice that provoked enhanced
Aβ phagocytosis and clearance. The authors suggest that the enhancement of AEA signalling, by promoting an alternative DAM phenotype, could have a beneficial impact on
amyloidosis [157].
Overall, these findings suggest that the ECS may have a regulatory role in microglial
biology, both in normal and AD-related pathological conditions. Furthermore, substantial
evidence has also been accumulated indicating that targeted manipulation of eCB signalling by cannabinoid-based medicines may represent a novel and valuable strategy for
managing AD.
5. Conclusions
Microglia, the immunocompetent guardians of brain homeostasis, were recently
shown to display an extremely heterogeneous phenotype across different regions of the
brain as well as in distinct stages of AD, as they can exist in many different types and

Cells 2022, 11, 1237

16 of 22

activation states, from neuroprotective to neurodestructive. A robust body of literature
has consistently documented the functional relevance of the microglial ECS that could
specifically drive the acquisition of an anti-AD phenotype by these cells, consisting of an
enhancement in phagocytosis, chemotaxis, and the release of anti-inflammatory and/or proresolutory mediators. In particular, preclinical evidence demonstrates that the enhancement
of eCBs signalling, obtained through an inhibition of the main eCB-degrading enzymes, exerts potent immunomodulatory effects on microglia-driven responses and might represent
a promising therapeutic strategy for attenuating AD-related neurodegenerative processes
and cognitive decline.
Unfortunately, until now, knowledge of the direct modulation of microglia through
ECS is mostly based on in vitro studies. Indeed, in the preclinical studies, several groups
demonstrated that the modulation of the ECS in AD-like mice led to improved symptomatology. Since ECS-based drugs strongly act on the neuronal functional recovery, it
is very difficult to establish to what extent these effects are attributable to a direct impact
on microglial activity [81]. In this context, future and more MG-focused investigations
performed using cell-selective inducible knockout models could help to define the relative contribution of microglial eCB signalling in the recovery of brain homeostasis under
AD-related pathological conditions.
Author Contributions: L.S. and F.C. wrote the manuscript. V.C., A.L., A.R.L. and N.D.D. performed,
discussed the work, and edited the manuscript. S.O. supervised the project and M.M. revised the
manuscript. All authors have read and agreed to the published version of the manuscript.
Funding: This research was funded by the Italian Ministry of University and Research (MUR), and
Research (MUR), under the competitive grant PRIN 2017-2017BTHJ4R to S.O. and M.M., and by
intramural “DISCAB grant 2021” (awarded by the Department of Biotechnological and Applied
Clinical Sciences) and “Progetti di Ateneo 2021” of University of L’Aquila to M.M.
Conflicts of Interest: The authors declare no conflict of interest.

References
1.
2.
3.
4.
5.
6.
7.
8.
9.
10.
11.
12.
13.
14.
15.

Citron, M. Alzheimer’s disease: Strategies for disease modification. Nat. Rev. Drug Discov. 2010, 9, 387–398. [CrossRef] [PubMed]
Sevigny, J.; Chiao, P.; Bussière, T.; Weinreb, P.H.; Williams, L.; Maier, M.; Dunstan, R.; Salloway, S.; Chen, T.; Ling, Y.; et al. The
antibody aducanumab reduces Aβ plaques in Alzheimer’s disease. Nature 2016, 537, 50–56. [CrossRef] [PubMed]
Musiek, E.S.; Holtzman, D.M. Three dimensions of the amyloid hypothesis: Time, space and “wingmen”. Nat. Neurosci. 2015, 18,
800–806. [CrossRef] [PubMed]
Wong, W.T. Microglial aging in the healthy CNS: Phenotypes, drivers, and rejuvenation. Front. Cell. Neurosci. 2013, 7, 800–806.
[CrossRef]
Heppner, F.L.; Ransohoff, R.M.; Becher, B. Immune attack: The role of inflammation in Alzheimer disease. Nat. Rev. Neurosci.
2015, 16, 358–372. [CrossRef]
Streit, W.J.; Xue, Q.-S.; Tischer, J.; Bechmann, I. Microglial pathology. Acta Neuropathol. Commun. 2014, 2, 142. [CrossRef]
Chiurchiu, V.; Battistini, L.; Maccarrone, M. Endocannabinoid signalling in innate and adaptive immunity. Immunology 2015, 144,
352–364. [CrossRef]
Stella, N. Endocannabinoid signaling in microglial cells. Neuropharmacology 2009, 56, 244–253. [CrossRef]
Chiurchiù, V.; Leuti, A.; Maccarrone, M. Bioactive lipids and chronic inflammation: Managing the fire within. Front. Immunol.
2018, 9, 38. [CrossRef]
Li, Q.; Barres, B.A. Microglia and macrophages in brain homeostasis and disease. Nat. Rev. Immunol. 2017, 18, 225–242. [CrossRef]
Mecha, M.; Feliú, A.; Carrillo-Salinas, F.J.; Rueda-Zubiaurre, A.; Ortega-Gutiérrez, S.; de Sola, R.G.; Guaza, C. Endocannabinoids
drive the acquisition of an alternative phenotype in microglia. Brain Behav. Immun. 2015, 49, 233–245. [CrossRef] [PubMed]
Serhan, C.N.; Chiang, N.; Dalli, J. New Pro-Resolving n-3 Mediators Bridge Resolution of Infectious Inflammation to Tissue
Regeneration. Mol. Aspects Med. 2018, 64, 1–17. [CrossRef] [PubMed]
Young, A.P.; Denovan-Wright, E.M. The Dynamic Role of Microglia and the Endocannabinoid System in Neuroinflammation.
Front. Pharmacol. 2022, 12, 4069. [CrossRef] [PubMed]
Leng, F.; Edison, P. Neuroinflammation and microglial activation in Alzheimer disease: Where do we go from here? Nat. Rev.
Neurol. 2021, 17, 157–172. [CrossRef]
Kigerl, K.A.; de Rivero Vaccari, J.P.; Dietrich, W.D.; Popovich, P.G.; Keane, R.W. Pattern recognition receptors and central nervous
system repair. Exp. Neurol. 2014, 258, 5–16. [CrossRef]

Cells 2022, 11, 1237

16.
17.

18.
19.
20.
21.
22.
23.
24.
25.
26.
27.
28.
29.
30.
31.
32.
33.
34.

35.

36.
37.
38.
39.
40.
41.
42.
43.
44.
45.

17 of 22

Solé-Domènech, S.; Cruz, D.L.; Capetillo-Zarate, E.; Maxfield, F.R. The endocytic pathway in microglia during health, aging and
Alzheimer’s disease. Ageing Res. Rev. 2016, 32, 89–103. [CrossRef]
Ji, Y.; Wang, X.; Kalicki, C.; Menta, B.W.; Baumgardner, M.; Koppel, S.J.; Weidling, I.W.; Perez-Ortiz, J.; Wilkins, H.M.;
Swerdlow, R.H. Effects of Microglial Cytokines on Alzheimer’s Disease-Related Phenomena. J. Alzheimers. Dis. 2019, 67,
1021–1034. [CrossRef]
Guedes, J.R.; Lao, T.; Cardoso, A.L.; El Khoury, J. Roles of microglial and monocyte chemokines and their receptors in regulating
Alzheimer’s disease-associated amyloid-β and tau pathologies. Front. Neurol. 2018, 9, 549. [CrossRef]
Heneka, M.T.; Carson, M.J.; El Khoury, J.; Landreth, G.E.; Brosseron, F.; Feinstein, D.L.; Jacobs, A.H.; Wyss-Coray, T.; Vitorica, J.;
Ransohoff, R.M.; et al. Neuroinflammation in Alzheimer’s disease. Lancet. Neurol. 2015, 14, 388–405. [CrossRef]
Martinez, F.O.; Gordon, S. The M1 and M2 paradigm of macrophage activation: Time for reassessment. F1000Prime Rep. 2014, 6,
13. [CrossRef]
Ransohoff, R.M. A polarizing question: Do M1 and M2 microglia exist? Nat. Neurosci. 2016, 19, 987–991. [CrossRef] [PubMed]
Walker, D.G.; Lue, L.F. Immune phenotypes of microglia in human neurodegenerative disease: Challenges to detecting microglial
polarization in human brains. Alzheimers. Res. Ther. 2015, 7, 56. [CrossRef]
Jurga, A.M.; Paleczna, M.; Kuter, K.Z. Overview of General and Discriminating Markers of Differential Microglia Phenotypes.
Front. Cell. Neurosci. 2020, 14, 198. [CrossRef]
Sarlus, H.; Heneka, M.T. Microglia in Alzheimer’s disease. J. Clin. Investig. 2017, 127, 3240–3249. [CrossRef] [PubMed]
Cherry, J.D.; Olschowka, J.A.; O’Banion, M.K. Are “resting” microglia more “M2”? Front. Immunol. 2014, 5, 594. [CrossRef]
[PubMed]
Orihuela, R.; McPherson, C.A.; Harry, G.J. Microglial M1/M2 polarization and metabolic states. Br. J. Pharmacol. 2016, 173,
649–665. [CrossRef] [PubMed]
Li, J.; Shui, X.; Sun, R.; Wan, L.; Zhang, B.; Xiao, B.; Luo, Z. Microglial Phenotypic Transition: Signaling Pathways and Influencing
Modulators Involved in Regulation in Central Nervous System Diseases. Front. Cell. Neurosci. 2021, 15, 359. [CrossRef] [PubMed]
Jiang, C.T.; Wu, W.F.; Deng, Y.H.; Ge, J.W. Modulators of microglia activation and polarization in ischemic stroke (Review). Mol.
Med. Rep. 2020, 21, 2006–2018. [CrossRef]
Biswas, S.K.; Mantovani, A. Orchestration of metabolism by macrophages. Cell Metab. 2012, 15, 432–437. [CrossRef]
Cherry, J.D.; Olschowka, J.A.; O’Banion, M.K. Neuroinflammation and M2 microglia: The good, the bad, and the inflamed. J.
Neuroinflammation 2014, 11, 98. [CrossRef]
Guo, S.; Wang, H.; Yin, Y. Microglia Polarization from M1 to M2 in Neurodegenerative Diseases. Front. Aging Neurosci. 2022, 14,
75. [CrossRef] [PubMed]
Song, W.M.; Colonna, M. The identity and function of microglia in neurodegeneration. Nat. Immunol. 2018, 19, 1048–1058.
[CrossRef] [PubMed]
Li, F.; Faustino, J.; Woo, M.S.; Derugin, N.; Vexler, Z.S. Lack of the scavenger receptor CD36 alters microglial phenotypes after
neonatal stroke. J. Neurochem. 2015, 135, 445. [CrossRef] [PubMed]
Rinaldi, M.; Thomas, L.; Mathieu, P.; Carabias, P.; Troncoso, M.F.; Pasquini, J.M.; Rabinovich, G.A.; Pasquini, L.A. Galectin-1
circumvents lysolecithin-induced demyelination through the modulation of microglial polarization/phagocytosis and oligodendroglial differentiation. Neurobiol. Dis. 2016, 96, 127–143. [CrossRef]
Lampron, A.; Larochelle, A.; Laflamme, N.; Préfontaine, P.; Plante, M.M.; Sánchez, M.G.; Wee Yong, V.; Stys, P.K.; Tremblay, M.È.;
Rivest, S. Inefficient clearance of myelin debris by microglia impairs remyelinating processes. J. Exp. Med. 2015, 212, 481–495.
[CrossRef]
Nizami, S.; Hall-Roberts, H.; Warrier, S.; Cowley, S.A.; Di Daniel, E. Microglial inflammation and phagocytosis in Alzheimer’s
disease: Potential therapeutic targets. Br. J. Pharmacol. 2019, 176, 3515. [CrossRef]
Tiberi, M.; Chiurchiù, V. Specialized Pro-resolving Lipid Mediators and Glial Cells: Emerging Candidates for Brain Homeostasis
and Repair. Front. Cell. Neurosci. 2021, 15, 136. [CrossRef]
Xu, X.; Zhang, L.; Ye, X.; Hao, Q.; Zhang, T.; Cui, G.; Yu, M. Nrf2/ARE pathway inhibits ROS-induced NLRP3 inflammasome
activation in BV2 cells after cerebral ischemia reperfusion. Inflamm. Res. 2018, 67, 57–65. [CrossRef]
Dobri, A.M.; Dudău, M.; Enciu, A.M.; Hinescu, M.E. CD36 in Alzheimer’s Disease: An Overview of Molecular Mechanisms and
Therapeutic Targeting. Neuroscience 2021, 453, 301–311. [CrossRef]
Colonna, M.; Butovsky, O. Microglia Function in the Central Nervous System During Health and Neurodegeneration. Annu. Rev.
Immunol. 2017, 35, 441–468. [CrossRef]
Cai, W.; Dai, X.; Chen, J.; Zhao, J.; Xu, M.; Zhang, L.; Yang, B.; Zhang, W.; Rocha, M.; Nakao, T.; et al. STAT6/Arg1 promotes
microglia/macrophage efferocytosis and inflammation resolution in stroke mice. JCI Insight 2019, 4, 4. [CrossRef] [PubMed]
Franco, R.; Fernández-Suárez, D. Alternatively activated microglia and macrophages in the central nervous system. Prog.
Neurobiol. 2015, 131, 65–86. [CrossRef] [PubMed]
Alzheimer’s Association. 2018 Alzheimer’s disease facts and figures. Alzheimer’s Dement. 2018, 14, 367–429. [CrossRef]
Karran, E.; Mercken, M.; De Strooper, B. The amyloid cascade hypothesis for Alzheimer’s disease: An appraisal for the
development of therapeutics. Nat. Rev. Drug Discov. 2011, 10, 698–712. [CrossRef] [PubMed]
Wang, Y.; Mandelkow, E. Tau in physiology and pathology. Nat. Rev. Neurosci. 2015, 17, 22–35. [CrossRef]

Cells 2022, 11, 1237

46.

47.

48.
49.

50.
51.
52.
53.

54.
55.

56.
57.
58.
59.
60.

61.
62.
63.
64.

65.
66.

67.
68.
69.
70.

18 of 22

Okello, A.; Edison, M.P.; Archer, M.H.; Turkheimer, M.F.; Kennedy, J.; Bullock, M.R.; Walker, M.Z.; Kennedy, A.; Fox, N.;
Rossor, M.; et al. Microglial activation and amyloid deposition in mild cognitive impairment A PET study. Neurology 2009, 72,
56–62. [CrossRef]
Femminella, G.D.; Dani, M.; Wood, M.; Fan, Z.; Calsolaro, V.; Atkinson, R.; Edginton, T.; Hinz, R.; Brooks, D.J.; Edison, P.
Microglial activation in early Alzheimer trajectory is associated with higher gray matter volume. Neurology 2019, 92, e1331–e1343.
[CrossRef]
Hanzel, C.E.; Pichet-Binette, A.; Pimentel, L.S.B.; Iulita, M.F.; Allard, S.; Ducatenzeiler, A.; Do Carmo, S.; Cuello, A.C. Neuronal
driven pre-plaque inflammation in a transgenic rat model of Alzheimer’s disease. Neurobiol. Aging 2014, 35, 2249–2262. [CrossRef]
Philippens, I.H.; Ormel, P.R.; Baarends, G.; Johansson, M.; Remarque, E.J.; Doverskog, M. Acceleration of Amyloidosis by
Inflammation in the Amyloid-Beta Marmoset Monkey Model of Alzheimer’s Disease. J. Alzheimers. Dis. 2017, 55, 101–113.
[CrossRef]
Streit, W.J.; Braak, H.; Xue, Q.S.; Bechmann, I. Dystrophic (senescent) rather than activated microglial cells are associated with tau
pathology and likely precede neurodegeneration in Alzheimer’s disease. Acta Neuropathol. 2009, 118, 475. [CrossRef]
Venegas, C.; Heneka, M.T. Danger-associated molecular patterns in Alzheimer’s disease. J. Leukoc. Biol. 2017, 101, 87–98.
[CrossRef] [PubMed]
Ising, C.; Venegas, C.; Zhang, S.; Scheiblich, H.; Schmidt, S.V.; Vieira-Saecker, A.; Schwartz, S.; Albasset, S.; McManus, R.M.;
Tejera, D.; et al. NLRP3 inflammasome activation drives tau pathology. Nature 2019, 575, 669–673. [CrossRef] [PubMed]
Maciuszek, M.; Cacace, A.; Brennan, E.; Godson, C.; Chapman, T.M. Recent advances in the design and development of formyl
peptide receptor 2 (FPR2/ALX) agonists as pro-resolving agents with diverse therapeutic potential. Eur. J. Med. Chem. 2021, 213,
113167. [CrossRef] [PubMed]
Plescher, M.; Seifert, G.; Hansen, J.N.; Bedner, P.; Steinhäuser, C.; Halle, A. Plaque-dependent morphological and electrophysiological heterogeneity of microglia in an Alzheimer’s disease mouse model. Glia 2018, 66, 1464–1480. [CrossRef]
Bisht, K.; Sharma, K.P.; Lecours, C.; Gabriela Sánchez, M.; El Hajj, H.; Milior, G.; Olmos-Alonso, A.; Gómez-Nicola, D.;
Luheshi, G.; Vallières, L.; et al. Dark microglia: A new phenotype predominantly associated with pathological states. Glia 2016,
64, 826–839. [CrossRef] [PubMed]
Cristino, L.; Bisogno, T.; Di Marzo, V. Cannabinoids and the expanded endocannabinoid system in neurological disorders. Nat.
Rev. Neurol. 2020, 16, 9–29. [CrossRef]
Leuti, A.; Fazio, D.; Fava, M.; Piccoli, A.; Oddi, S.; Maccarrone, M. Bioactive lipids, inflammation and chronic diseases. Adv. Drug
Deliv. Rev. 2020, 159, 133–169. [CrossRef]
Lutz, B.; Marsicano, G.; Maldonado, R.; Hillard, C.J. The endocannabinoid system in guarding against fear, anxiety and stress.
Nat. Rev. Neurosci. 2015, 16, 705. [CrossRef]
Maccarrone, M.; Finazzi-Agró, A. The endocannabinoid system, anandamide and the regulation of mammalian cell apoptosis.
Cell Death Differ. 2003, 10, 946–955. [CrossRef]
Binte Mustafiz, S.S.; Uyama, T.; Morito, K.; Takahashi, N.; Kawai, K.; Hussain, Z.; Tsuboi, K.; Araki, N.; Yamamoto, K.; Tanaka, T.;
et al. Intracellular Ca2+-dependent formation of N-acyl-phosphatidylethanolamines by human cytosolic phospholipase A2ε.
Biochim. Biophys. Acta-Mol. Cell Biol. Lipids 2019, 1864, 158515. [CrossRef]
Fezza, F.; Bari, M.; Florio, R.; Talamonti, E.; Feole, M.; Maccarrone, M. Endocannabinoids, Related Compounds and Their
Metabolic Routes. Molecules 2014, 19, 17078. [CrossRef] [PubMed]
Liu, J.; Wang, L.; Harvey-White, J.; Osei-Hyiaman, D.; Razdan, R.; Gong, Q.; Chan, A.C.; Zhou, Z.; Huang, B.X.; Kim, H.Y.; et al. A
biosynthetic pathway for anandamide. Proc. Natl. Acad. Sci. USA 2006, 103, 13345. [CrossRef]
Stella, N.; Schweitzer, P.; Plomelli, D. A second endogenous cannabinoid that modulates long-term potentiation. Nature 1997, 388,
773–778. [CrossRef] [PubMed]
Bisogno, T.; Howell, F.; Williams, G.; Minassi, A.; Cascio, M.G.; Ligresti, A.; Matias, I.; Schiano-Moriello, A.; Paul, P.; Williams, E.J.;
et al. Cloning of the first sn1-DAG lipases points to the spatial and temporal regulation of endocannabinoid signaling in the brain.
J. Cell Biol. 2003, 163, 463–468. [CrossRef]
Hsu, K.L.; Tsuboi, K.; Adibekian, A.; Pugh, H.; Masuda, K.; Cravatt, B.F. DAGLβ inhibition perturbs a lipid network involved in
macrophage inflammatory responses. Nat. Chem. Biol. 2012, 8, 999–1007. [CrossRef]
Nakane, S.; Oka, S.; Arai, S.; Waku, K.; Ishima, Y.; Tokumura, A.; Sugiura, T. 2-Arachidonoyl-sn-glycero-3-phosphate, an
arachidonic acid-containing lysophosphatidic acid: Occurrence and rapid enzymatic conversion to 2-arachidonoyl-sn-glycerol, a
cannabinoid receptor ligand, in rat brain. Arch. Biochem. Biophys. 2002, 402, 51–58. [CrossRef]
Higgs, H.N.; Glomset, J.A. Identification of a phosphatidic acid-preferring phospholipase A1 from bovine brain and testis. Proc.
Natl. Acad. Sci. USA 1994, 91, 9574–9578. [CrossRef]
Murataeva, N.; Straiker, A.; Mackie, K. Parsing the players: 2-arachidonoylglycerol synthesis and degradation in the CNS. Br. J.
Pharmacol. 2014, 171, 1379–1391. [CrossRef]
Araujo, D.J.; Prakash, N.; Mechoulam, R.; Saijo, K.; Tang, Y.; Tjoa, K.; Guaza, C. The Endocannabinoid System as a Window into
Microglial Biology and Its Relationship to Autism. Front. Cell. Neurosci. 2019, 13, 424. [CrossRef]
Cravatt, B.F.; Giang, D.K.; Mayfield, S.P.; Boger, D.L.; Lerner, R.A.; Gilula, N.B. Molecular characterization of an enzyme that
degrades neuromodulatory fatty-acid amides. Nature 1996, 384, 83–87. [CrossRef]

Cells 2022, 11, 1237

71.
72.
73.
74.
75.

76.
77.
78.
79.
80.
81.

82.
83.
84.
85.
86.
87.
88.

89.
90.
91.
92.

93.

94.

95.

19 of 22

Battista, N.; Di Tommaso, M.; Bari, M.; Maccarrone, M. The endocannabinoid system: An overview. Front. Behav. Neurosci. 2012,
6, 9. [CrossRef] [PubMed]
Kaczocha, M.; Haj-Dahmane, S. Mechanisms of endocannabinoid transport in the brain. Br. J. Pharmacol. 2021. [CrossRef]
[PubMed]
Kano, M.; Ohno-Shosaku, T.; Hashimotodani, Y.; Uchigashima, M.; Watanabe, M. Endocannabinoid-mediated control of synaptic
transmission. Physiol. Rev. 2009, 89, 309–380. [CrossRef]
Blankman, J.L.; Simon, G.M.; Cravatt, B.F. A Comprehensive Profile of Brain Enzymes that Hydrolyze the Endocannabinoid
2-Arachidonoylglycerol. Chem. Biol. 2007, 14, 1347–1356. [CrossRef] [PubMed]
Valdeolivas, S.; Pazos, M.R.; Bisogno, T.; Piscitelli, F.; Iannotti, F.A.; Allarà, M.; Sagredo, O.; Di Marzo, V.; Fernández-Ruiz, J.
The inhibition of 2-arachidonoyl-glycerol (2-AG) biosynthesis, rather than enhancing striatal damage, protects striatal neurons
from malonate-induced death: A potential role of cyclooxygenase-2-dependent metabolism of 2-AG. Cell Death Dis. 2013, 4, e862.
[CrossRef]
Pertwee, R.G. Receptors and channels targeted by synthetic cannabinoid receptor agonists and antagonists. Curr. Med. Chem.
2010, 17, 1360–1381. [CrossRef]
Duffy, S.S.; Hayes, J.P.; Fiore, N.T.; Moalem-Taylor, G. The cannabinoid system and microglia in health and disease. Neuropharmacology 2021, 190, 108555. [CrossRef]
Klein, T.W. Cannabinoid-based drugs as anti-inflammatory therapeutics. Nat. Rev. Immunol. 2005, 5, 400–411. [CrossRef]
Ibsen, M.S.; Connor, M.; Glass, M. Cannabinoid CB1 and CB2 Receptor Signaling and Bias. Cannabis Cannabinoid Res. 2017, 2, 48.
[CrossRef]
Connor, M.; Bagley, E.E.; Mitchell, V.A.; Ingram, S.L.; Christie, M.J.; Humphrey, P.P.A.; Vaughan, C.W. Cellular actions of
somatostatin on rat periaqueductal grey neurons in vitro. Br. J. Pharmacol. 2004, 142, 1273. [CrossRef]
Ativie, F.; Komorowska, J.A.; Beins, E.; Albayram, Ö.; Zimmer, T.; Zimmer, A.; Tejera, D.; Heneka, M.; Bilkei-Gorzo, A.
Cannabinoid 1 Receptor Signaling on Hippocampal GABAergic Neurons Influences Microglial Activity. Front. Mol. Neurosci.
2018, 11, 295. [CrossRef] [PubMed]
Tanaka, M.; Sackett, S.; Zhang, Y. Endocannabinoid Modulation of Microglial Phenotypes in Neuropathology. Front. Neurol. 2020,
11, 87. [CrossRef] [PubMed]
Scotter, E.L.; Abood, M.E.; Glass, M. The endocannabinoid system as a target for the treatment of neurodegenerative disease. Br. J.
Pharmacol. 2010, 160, 480. [CrossRef] [PubMed]
Maccarrone, M.; Guzmán, M.; MacKie, K.; Doherty, P.; Harkany, T. Programming of neural cells by (endo)cannabinoids: From
physiological rules to emerging therapies. Nat. Rev. Neurosci. 2014, 15, 786–801. [CrossRef]
Sappington, R.M.; Calkins, D.J. Contribution of TRPV1 to microglia-derived IL-6 and NFkappaB translocation with elevated
hydrostatic pressure. Investig. Ophthalmol. Vis. Sci. 2008, 49, 3004–3017. [CrossRef]
Schilling, J.; Kluge, A. Barriers to organizational learning: An integration of theory and research. Int. J. Manag. Rev. 2009, 11,
337–360. [CrossRef]
Miyake, T.; Shirakawa, H.; Nakagawa, T.; Kaneko, S. Activation of Mitochondrial Transient Receptor Potential Vanilloid 1 Channel
Contributes to Microglial Migration. Glia 2015, 63, 1870–1882. [CrossRef]
Marrone, M.C.; Morabito, A.; Giustizieri, M.; Chiurchiù, V.; Leuti, A.; Mattioli, M.; Marinelli, S.; Riganti, L.; Lombardi, M.;
Murana, E.; et al. TRPV1 channels are critical brain inflammation detectors and neuropathic pain biomarkers in mice. Nat.
Commun. 2017, 8, 15292. [CrossRef]
Friedman, D.; French, J.A.; Maccarrone, M. Safety, efficacy, and mechanisms of action of cannabinoids in neurological disorders.
Lancet. Neurol. 2019, 18, 504–512. [CrossRef]
Mecha, M.; Carrillo-Salinas, F.J.; Feliú, A.; Mestre, L.; Guaza, C. Microglia activation states and cannabinoid system: Therapeutic
implications. Pharmacol. Ther. 2016, 166, 40–55. [CrossRef]
Cabral, G.A.; Harmon, K.N.; Carlisle, S.J. Cannabinoid-mediated inhibition of inducible nitric oxide production by rat microglial
cells: Evidence for cb1 receptor participation. Adv. Exp. Med. Biol. 2001, 493, 207–214. [CrossRef] [PubMed]
Cutando, L.; Busquets-Garcia, A.; Puighermanal, E.; Gomis-González, M.; Delgado-García, J.M.; Gruart, A.; Maldonado, R.;
Ozaita, A. Microglial activation underlies cerebellar deficits produced by repeated cannabis exposure. J. Clin. Investig. 2013, 123,
2816–2831. [CrossRef]
Lou, Z.Y.; Cheng, J.; Wang, X.R.; Zhao, Y.F.; Gan, J.; Zhou, G.Y.; Liu, Z.G.; Xiao, B.G. The inhibition of CB1 receptor accelerates the
onset and development of EAE possibly by regulating microglia/macrophages polarization. J. Neuroimmunol. 2018, 317, 37–44.
[CrossRef] [PubMed]
De Meij, J.; Alfanek, Z.; Morel, L.; Decoeur, F.; Leyrolle, Q.; Picard, K.; Carrier, M.; Aubert, A.; Séré, A.; Lucas, C.; et al. Microglial
Cannabinoid Type 1 Receptor Regulates Brain Inflammation in a Sex-Specific Manner. Cannabis Cannabinoid Res. 2021, 6, 488–507.
[CrossRef] [PubMed]
Benito, C.; Núñez, E.; Tolón, R.M.; Carrier, E.J.; Rábano, A.; Hillard, C.J.; Romero, J. Cannabinoid CB 2 Receptors and Fatty Acid
Amide Hydrolase Are Selectively Overexpressed in Neuritic Plaque-Associated Glia in Alzheimer’s Disease Brains. J. Neurosci.
2003, 23, 11136–11141. [CrossRef]

Cells 2022, 11, 1237

96.

97.

98.

99.
100.

101.
102.
103.
104.
105.

106.

107.
108.
109.
110.
111.

112.
113.

114.
115.

116.

117.
118.

20 of 22

Gómez-Gálvez, Y.; Palomo-Garo, C.; Fernández-Ruiz, J.; García, C. Potential of the cannabinoid CB(2) receptor as a pharmacological target against inflammation in Parkinson’s disease. Prog. Neuropsychopharmacol. Biol. Psychiatry 2016, 64, 200–208. [CrossRef]
[PubMed]
Yiangou, Y.; Facer, P.; Durrenberger, P.; Chessell, I.P.; Naylor, A.; Bountra, C.; Banati, R.R.; Anand, P. COX-2, CB2 and P2X7immunoreactivities are increased in activated microglial cells/macrophages of multiple sclerosis and amyotrophic lateral sclerosis
spinal cord. BMC Neurol. 2006, 6, 12. [CrossRef]
Mukhopadhyay, S.; Das, S.; Williams, E.A.; Moore, D.; Jones, J.D.; Zahm, D.S.; Ndengele, M.M.; Lechner, A.J.;
Howlett, A.C. Lipopolysaccharide and cyclic AMP regulation of CB(2) cannabinoid receptor levels in rat brain and mouse RAW
264.7 macrophages. J. Neuroimmunol. 2006, 181, 82–92. [CrossRef]
Bisogno, T.; Oddi, S.; Piccoli, A.; Fazio, D.; Maccarrone, M. Type-2 cannabinoid receptors in neurodegeneration. Pharmacol. Res.
2016, 111, 721–730. [CrossRef]
Carrier, E.J.; Kearn, C.S.; Barkmeier, A.J.; Breese, N.M.; Yang, W.; Nithipatikom, K.; Pfister, S.L.; Campbell, W.B.; Hillard, C.J.
Cultured Rat Microglial Cells Synthesize the Endocannabinoid 2-Arachidonylglycerol, Which Increases Proliferation via a CB 2
Receptor-Dependent Mechanism. Mol. Pharmacol. 2004, 65, 999–1007. [CrossRef]
Ma, L.; Jia, J.; Liu, X.; Bai, F.; Wang, Q.; Xiong, L. Activation of murine microglial N9 cells is attenuated through cannabinoid
receptor CB2 signaling. Biochem. Biophys. Res. Commun. 2015, 458, 92–97. [CrossRef] [PubMed]
Ramírez, B.G.; Blázquez, C.; del Pulgar, T.G.; Guzmán, M.; de Ceballos, M.L. Prevention of Alzheimer’s Disease Pathology by
Cannabinoids: Neuroprotection Mediated by Blockade of Microglial Activation. J. Neurosci. 2005, 25, 1904. [CrossRef] [PubMed]
Ehrhart, J.; Obregon, D.; Mori, T.; Hou, H.; Sun, N.; Bai, Y.; Klein, T.; Fernandez, F.; Tan, J.; Shytle, D. Stimulation of cannabinoid
receptor 2 (CB2) suppresses microglial activation. J. Neuroinflammation 2005, 2, 29. [CrossRef] [PubMed]
Malek, N.; Popiolek-Barczyk, K.; Mika, J.; Przewlocka, B.; Starowicz, K. Anandamide, Acting via CB2 Receptors, Alleviates
LPS-Induced Neuroinflammation in Rat Primary Microglial Cultures. Neural Plast. 2015, 2015, 1–10. [CrossRef] [PubMed]
Correa, F.; Hernang Omez, M.; Mestre, L.; Lor, F.I.; Spagnolo, A.; Docagne, F.; Marzo, V.D.I.; Guaza, C. Anandamide Enhances
IL-10 Production in Activated Microglia by Targeting CB 2 Receptors: Roles of ERK1/2, JNK, and NF-jB. Glia 2010, 58, 135–147.
[CrossRef]
Hernangómez, M.; Mestre, L.; Correa, F.G.; Loría, F.; Mecha, M.; Iñigo, P.M.; Docagne, F.; Williams, R.O.; Borrell, J.; Guaza, C.
CD200-CD200R1 interaction contributes to neuroprotective effects of anandamide on experimentally induced inflammation. Glia
2012, 60, 1437–1450. [CrossRef]
Zhang, Y.; Hou, B.; Liang, P.; Lu, X.; Wu, Y.; Zhang, X.; Fan, Y.; Liu, Y.; Chen, T.; Liu, W.; et al. ARTICLE OPEN TRPV1 channel
mediates NLRP3 inflammasome-dependent neuroinflammation in microglia. Cell Death Dis. 2021, 12, 1159. [CrossRef]
Park, E.S.; Kim, S.R.; Jin, B.K. Transient receptor potential vanilloid subtype 1 contributes to mesencephalic dopaminergic
neuronal survival by inhibiting microglia-originated oxidative stress. Brain Res. Bull. 2012, 89, 92–96. [CrossRef]
Stella, N. Cannabinoid and cannabinoid-like receptors in microglia, astrocytes, and astrocytomas. Glia 2010, 58, 1017–1030.
[CrossRef]
Walter, L.; Franklin, A.; Witting, A.; Wade, C.; Xie, Y.; Kunos, G.; Mackie, K.; Stella, N. Nonpsychotropic Cannabinoid Receptors
Regulate Microglial Cell Migration. J. Neurosci. 2003, 23, 1398–1405. [CrossRef]
Muccioli, G.G.; Xu, C.; Odah, E.; Cudaback, E.; Cisneros, J.A.; Lambert, D.M.; Rodríguez, M.L.L.; Bajjalieh, S.; Stella, N.
Identification of a novel endocannabinoid-hydrolyzing enzyme expressed by microglial cells. J. Neurosci. 2007, 27, 2883–2889.
[CrossRef]
Makara, J.K.; Mor, M.; Fegley, D.; Szabó, S.I.; Kathuria, S.; Astarita, G.; Duranti, A.; Tontini, A.; Tarzia, G.; Rivara, S.; et al. Selective
inhibition of 2-AG hydrolysis enhances endocannabinoid signaling in hippocampus. Nat. Neurosci. 2005, 8, 1139–1141. [CrossRef]
Fernández-Suárez, D.; Celorrio, M.; Riezu-Boj, J.I.; Ugarte, A.; Pacheco, R.; González, H.; Oyarzabal, J.; Hillard, C.J.; Franco, R.;
Aymerich, M.S. The monoacylglycerol lipase inhibitor JZL184 is neuroprotective and alters glial cell phenotype in the chronic
MPTP mouse model. Neurobiol. Aging 2014, 35, 2603–2616. [CrossRef] [PubMed]
Mecha, M.; Yanguas-Casás, N.; Feliú, A.; Mestre, L.; Carrillo-Salinas, F.; Azcoitia, I.; Yong, V.W.; Guaza, C. The endocannabinoid
2-AG enhances spontaneous remyelination by targeting microglia. Brain. Behav. Immun. 2019, 77, 110–126. [CrossRef] [PubMed]
Bernal-Chico, A.; Canedo, M.; Manterola, A.; Victoria Sánchez-Gómez, M.; Pérez-Samartín, A.; Rodríguez-Puertas, R.; Matute, C.;
Mato, S. Blockade of monoacylglycerol lipase inhibits oligodendrocyte excitotoxicity and prevents demyelination in vivo. Glia
2015, 63, 163–176. [CrossRef] [PubMed]
Nomura, D.K.; Morrison, B.E.; Blankman, J.L.; Long, J.Z.; Kinsey, S.G.; Marcondes, M.C.G.; Ward, A.M.; Hahn, Y.K.; Lichtman,
A.H.; Conti, B.; et al. Endocannabinoid hydrolysis generates brain prostaglandins that promote neuroinflammation. Science 2011,
334, 809–813. [CrossRef]
Zhu, D.; Gao, F.; Chen, C.; Zhang, Y.; Liu, Q.-S. Endocannabinoid Metabolism and Traumatic Brain Injury. Cells 2021, 10, 2979.
[CrossRef]
Tchantchou, F.; Tucker, L.B.; Fu, A.H.; Bluett, R.J.; McCabe, J.T.; Patel, S.; Zhang, Y. The fatty acid amide hydrolase inhibitor
PF-3845 promotes neuronal survival, attenuates inflammation and improves functional recovery in mice with traumatic brain
injury. Neuropharmacology 2014, 85, 427–439. [CrossRef]

Cells 2022, 11, 1237

21 of 22

119. Rivera, P.; Fernández-Arjona, M.d.M.; Silva-Peña, D.; Blanco, E.; Vargas, A.; López-Ávalos, M.D.; Grondona, J.M.; Serrano, A.;
Pavón, F.J.; Rodríguez de Fonseca, F.; et al. Pharmacological blockade of fatty acid amide hydrolase (FAAH) by URB597 improves
memory and changes the phenotype of hippocampal microglia despite ethanol exposure. Biochem. Pharmacol. 2018, 157, 244–257.
[CrossRef]
120. Ativie, F.; Albayram, O.; Bach, K.; Pradier, B.; Zimmer, A.; Bilkei-Gorzo, A. Enhanced microglial activity in FAAH−/− animals.
Life Sci. 2015, 138, 52–56. [CrossRef]
121. Murphy, N.; Cowley, T.R.; Blau, C.W.; Dempsey, C.N.; Noonan, J.; Gowran, A.; Tanveer, R.; Olango, W.M.; Finn, D.P.;
Campbell, V.A.; et al. The fatty acid amide hydrolase inhibitor URB597 exerts anti-inflammatory effects in hippocampus
of aged rats and restores an age-related deficit in long-term potentiation. J. Neuroinflammation 2012, 9, 79. [CrossRef] [PubMed]
122. Tham, C.-S.; Whitaker, J.; Luo, L.; Webb, M. Inhibition of microglial fatty acid amide hydrolase modulates LPS stimulated release
of inflammatory mediators. FEBS Lett. 2007, 581, 2899–2904. [CrossRef]
123. Tanaka, M.; Yagyu, K.; Sackett, S.; Zhang, Y. Anti-Inflammatory Effects by Pharmacological Inhibition or Knockdown of Fatty
Acid Amide Hydrolase in BV2 Microglial Cells. Cells 2019, 8, 491. [CrossRef] [PubMed]
124. Grieco, M.; De Caris, M.G.; Maggi, E.; Armeli, F.; Coccurello, R.; Bisogno, T.; D’Erme, M.; Maccarrone, M.; Mancini, P.;
Businaro, R. Fatty Acid Amide Hydrolase (FAAH) Inhibition Modulates Amyloid-Beta-Induced Microglia Polarization. Int. J.
Mol. Sci. 2021, 22, 7711. [CrossRef]
125. Schmöle, A.-C.; Lundt, R.; Gennequin, B.; Schrage, H.; Beins, E.; Krämer, A.; Zimmer, T.; Limmer, A.; Zimmer, A.; Otte, D.-M.
Expression Analysis of CB2-GFP BAC Transgenic Mice. PLoS ONE 2015, 10, e0138986. [CrossRef]
126. Martín-Moreno, A.M.; Brera, B.; Spuch, C.; Carro, E.; García-García, L.; Delgado, M.; Pozo, M.A.; Innamorato, N.G.;
Cuadrado, A.; de Ceballos, M.L. Prolonged oral cannabinoid administration prevents neuroinflammation, lowers β-amyloid
levels and improves cognitive performance in Tg APP 2576 mice. J. Neuroinflammation 2012, 9, 8. [CrossRef]
127. Lu, J.; Zhou, W.; Dou, F.; Wang, C.; Yu, Z. TRPV1 sustains microglial metabolic reprogramming in Alzheimer’s disease. EMBO
Rep. 2021, 22, e52013. [CrossRef]
128. Wang, C.; Huang, W.; Lu, J.; Chen, H.; Yu, Z. TRPV1-Mediated Microglial Autophagy Attenuates Alzheimer’s Disease-Associated
Pathology and Cognitive Decline. Front. Pharmacol. 2022, 12, 763866. [CrossRef]
129. Pihlaja, R.; Takkinen, J.; Eskola, O.; Vasara, J.; López-Picón, F.R.; Haaparanta-Solin, M.; Rinne, J.O. Monoacylglycerol lipase
inhibitor JZL184 reduces neuroinflammatory response in APdE9 mice and in adult mouse glial cells. J. Neuroinflammation 2015,
12, 81. [CrossRef]
130. Braak, H.; Braak, E. Neuropathological stageing of Alzheimer-related changes. Acta Neuropathol. 1991, 82, 239–259. [CrossRef]
131. Farkas, S.; Nagy, K.; Palkovits, M.; Kovács, G.G.; Jia, Z.; Donohue, S.; Pike, V.; Halldin, C.; Máthé, D.; Harkany, T.; et al. [125I]SD7015 reveals fine modalities of CB1 cannabinoid receptor density in the prefrontal cortex during progression of Alzheimer’s
disease. Neurochem. Int. 2012, 60, 286–291. [CrossRef] [PubMed]
132. Manuel, I.; Lombardero, L.; LaFerla, F.M.; Giménez-Llort, L.; Rodríguez-Puertas, R. Activity of muscarinic, galanin and
cannabinoid receptors in the prodromal and advanced stages in the triple transgenic mice model of Alzheimer’s disease.
Neuroscience 2016, 329, 284–293. [CrossRef] [PubMed]
133. Solas, M.; Francis, P.T.; Franco, R.; Ramirez, M.J. CB2 receptor and amyloid pathology in frontal cortex of Alzheimer’s disease
patients. Neurobiol. Aging 2013, 34, 805–808. [CrossRef] [PubMed]
134. Westlake, T.M.; Howlett, A.C.; Bonner, T.I.; Matsuda, L.A.; Herkenham, M. Cannabinoid receptor binding and messenger RNA
expression in human brain: An in vitro receptor autoradiography and in situ hybridization histochemistry study of normal aged
and Alzheimer’s brains. Neuroscience 1994, 63, 637–652. [CrossRef]
135. Mulder, J.; Zilberter, M.; Pasquaré, S.J.; Alpár, A.; Schulte, G.; Ferreira, S.G.; Köfalvi, A.; Martín-Moreno, A.M.; Keimpema, E.;
Tanila, H.; et al. Molecular reorganization of endocannabinoid signalling in Alzheimer’s disease. Brain 2011, 134, 1041–1060.
[CrossRef] [PubMed]
136. Halleskog, C.; Mulder, J.; Dahlström, J.; Mackie, K.; Hortobágyi, T.; Tanila, H.; Puli, L.K.; Färber, K.; Harkany, T.; Schulte, G. WNT
Signaling in Activated Microglia Is Proinflammatory. Glia 2011, 59, 119–131. [CrossRef] [PubMed]
137. Pascual, A.C.; Martín-Moreno, A.M.; Giusto, N.M.; de Ceballos, M.L.; Pasquaré, S.J. Normal aging in rats and pathological aging
in human Alzheimer’s disease decrease FAAH activity: Modulation by cannabinoid agonists. Exp. Gerontol. 2014, 60, 92–99.
[CrossRef]
138. Lee, Y.-J.; Bae Han, S.; Nam, S.-Y.; Oh, K.-W.; Tae Hong, J. Inflammation and Alzheimer’s Disease. Arch Pharm Res 2010, 33,
1539–1556. [CrossRef]
139. Farooqui, A.A.; Liss, L.; Horrocks, L.A. Neurochemical aspects of Alzheimer’s disease: Involvement of membrane phospholipids.
Metab. Brain Dis. 1988, 3, 19–35. [CrossRef]
140. Grünblatt, E.; Bartl, J.; Zehetmayer, S.; Ringel, T.M.; Bauer, P.; Riederer, P.; Jacob, C.P. Gene expression as peripheral biomarkers
for sporadic Alzheimer’s disease. J. Alzheimers. Dis. 2009, 16, 627–634. [CrossRef]
141. D’Addario, C.; Di Francesco, A.; Pucci, M.; Finazzi Agrò, A.; MacCarrone, M. Epigenetic mechanisms and endocannabinoid
signalling. FEBS J. 2013, 280, 1905–1917. [CrossRef] [PubMed]
142. Chiurchiù, V.; Scipioni, L.; Arosio, B.; Mari, D.; Oddi, S.; Maccarrone, M.; Grimm, W. Anti-Inflammatory Effects of Fatty Acid
Amide Hydrolase Inhibition in Monocytes/Macrophages from Alzheimer’s Disease Patients. Biomolecules 2021, 11, 502. [CrossRef]
[PubMed]

Cells 2022, 11, 1237

22 of 22

143. Hall, S.; Constantinescu, R.; Andreasson, U.; Surova, Y.; Bostrom, F.; Nilsson, C.; kan Widner, H.; Decraemer, H.; Nägga, K.;
Minthon, L.; et al. Accuracy of a Panel of 5 Cerebrospinal Fluid Biomarkers in the Differential Diagnosis of Patients with Dementia
and/or Parkinsonian Disorders. Arch. Neurol. 2012, 69, 1445–1452. [CrossRef] [PubMed]
144. Jankowsky, J.L.; Zheng, H. Practical considerations for choosing a mouse model of Alzheimer’s disease. Mol. Neurodegener. 2017,
12, 89. [CrossRef] [PubMed]
145. Maccarrone, M.; Totaro, A.; Leuti, A.; Giacovazzo, G.; Scipioni, L.; Mango, D.; Coccurello, R.; Nisticò, R.; Oddi, S. Early alteration
of distribution and activity of hippocampal type-1 cannabinoid receptor in Alzheimer’s disease-like mice overexpressing the
human mutant amyloid precursor protein. Pharmacol. Res. 2018, 130, 366–373. [CrossRef]
146. Kalifa, S.; Polston, E.K.; Allard, J.S.; Manaye, K.F. Distribution patterns of cannabinoid CB1 receptors in the hippocampus of
APPswe/PS1∆E9 double transgenic mice. Brain Res. 2011, 1376, 94–100. [CrossRef]
147. López, A.; Aparicio, N.; Pazos, M.R.; Grande, M.T.; Barreda-Manso, M.A.; Benito-Cuesta, I.; Vázquez, C.; Amores, M.;
Ruiz-Pérez, G.; García-García, E.; et al. Cannabinoid CB 2 receptors in the mouse brain: Relevance for Alzheimer’s disease. J.
Neuroinflammation 2018, 15, 158. [CrossRef]
148. Aso, E.; Juvés, S.; Maldonado, R.; Ferrer, I. CB 2 Cannabinoid Receptor Agonist Ameliorates Alzheimer-Like Phenotype in
APP/PS1 Mice. J. Alzheimer’s Dis. 2013, 35, 847–858. [CrossRef]
149. Köfalvi, A.; Lemos, C.; Martín-Moreno, A.M.; Pinheiro, B.S.; García-García, L.; Pozo, M.A.; Valério-Fernandes, Â.; Beleza, R.O.;
Agostinho, P.; Rodrigues, R.J.; et al. Stimulation of brain glucose uptake by cannabinoid CB2 receptors and its therapeutic
potential in Alzheimer’s disease. Neuropharmacology 2016, 110, 519–529. [CrossRef]
150. Piscitelli, F.; Coccurello, R.; Totaro, A.; Leuti, A.; Giacovazzo, G.; Verde, R.; Rossi, E.; Podaliri Vulpiani, M.; Ferri, N.;
Giacominelli Stuffler, R.; et al. Targeted Lipidomics Investigation of N-acylethanolamines in a Transgenic Mouse Model
of AD: A Longitudinal Study. Eur. J. Lipid Sci. Technol. 2019, 121, 1900015. [CrossRef]
151. Piro, J.R.; Benjamin, D.I.; Duerr, J.M.; Pi, Y.; Gonzales, C.; Wood, K.M.; Schwartz, J.W.; Nomura, D.K.; Samad, T.A. A Dysregulated
Endocannabinoid-Eicosanoid Network Supports Pathogenesis in a Mouse Model of Alzheimer’s Disease. Cell Rep. 2012, 1,
617–623. [CrossRef] [PubMed]
152. Aso, E.; Palomer, E.; Juvés, S.; Maldonado, R.; Muñoz, F.J.; Ferrer, I. CB 1 Agonist ACEA Protects Neurons and Reduces the
Cognitive Impairment of APP/PS1 Mice. J. Alzheimer’s Dis. 2012, 30, 439–459. [CrossRef] [PubMed]
153. Fakhfouri, G.; Ahmadiani, A.; Rahimian, R.; Grolla, A.A.; Moradi, F.; Haeri, A. WIN55212-2 attenuates amyloid-beta-induced
neuroinflammation in rats through activation of cannabinoid receptors and PPAR-γ pathway. Neuropharmacology 2012, 63, 653–666.
[CrossRef] [PubMed]
154. Schmöle, A.C.; Lundt, R.; Toporowski, G.; Hansen, J.N.; Beins, E.; Halle, A.; Zimmer, A. Cannabinoid Receptor 2-Deficiency
Ameliorates Disease Symptoms in a Mouse Model with Alzheimer’s Disease-Like Pathology. J. Alzheimer’s Dis. 2018, 64, 379–392.
[CrossRef]
155. Li, C.; Shi, J.; Wang, B.; Li, J.; Jia, H. CB2 cannabinoid receptor agonist ameliorates novel object recognition but not spatial memory
in transgenic APP/PS1 mice. Neurosci. Lett. 2019, 707, 134286. [CrossRef]
156. Aparicio, N.; Grande, M.T.; Ruiz de Martín Esteban, S.; López, A.; Ruiz-Pérez, G.; Amores, M.; Vázquez, C.; Martínez-Relimpio, A.M.;
Pazos, M.R.; Cravatt, B.F.; et al. Role of interleukin 1-beta in the inflammatory response in a fatty acid amide hydrolase-knockout
mouse model of Alzheimer’s disease. Biochem. Pharmacol. 2018, 157, 202–209. [CrossRef]
157. Ruiz-Pérez, G.; Ruiz de Martín Esteban, S.; Marqués, S.; Aparicio, N.; Grande, M.T.; Benito-Cuesta, I.; Martínez-Relimpio, A.M.;
Arnanz, M.A.; Tolón, R.M.; Posada-Ayala, M.; et al. Potentiation of amyloid beta phagocytosis and amelioration of synaptic
dysfunction upon FAAH deletion in a mouse model of Alzheimer’s disease. J. Neuroinflammation 2021, 18, 223. [CrossRef]
158. Vázquez, C.; Tolón, R.M.; Grande, M.T.; Caraza, M.; Moreno, M.; Koester, E.C.; Villaescusa, B.; Ruiz-Valdepeñas, L.;
Fernández-Sánchez, F.J.; Cravatt, B.F.; et al. Endocannabinoid regulation of amyloid-induced neuroinflammation. Neurobiol.
Aging 2015, 36, 3008–3019. [CrossRef]
159. Chen, R.; Zhang, J.; Wu, Y.; Wang, D.; Feng, G.; Tang, Y.-P.; Teng, Z.; Chen, C. Monoacylglycerol Lipase Is a Therapeutic Target for
Alzheimer’s Disease. Cell Rep. 2012, 2, 1329–1339. [CrossRef]
160. Koppel, J.; Vingtdeux, V.; Marambaud, P.; D’Abramo, C.; Jimenez, H.; Stauber, M.; Friedman, R.; Davies, P. CB2 Receptor
Deficiency Increases Amyloid Pathology and Alters Tau Processing in a Transgenic Mouse Model of Alzheimer’s Disease. Mol.
Med. 2013, 19, 29–36. [CrossRef]

